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Figure 3. Heatmap of sulcus and crest GSEA biological processes 

Using the DE genes from the sulcus and crest, GSEA biological processes were derived and plotted in a heatmap comparing (A) CTE vs 
Control and (B) CTE vs RHI. Processes were included if they were significantly enriched (FDR adjusted p < 0.1) in at least one region. Each 
GSEA biological process was assigned to 1 of 11 biological categories to better identify overall changes. 
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olfactory receptor activity
detection of chemical stimulus involved in sensory perception of smell
chemical synaptic transmission
neuron projection
cholesterol biosynthetic process
neuropeptide signaling pathway
response to cAMP
cellular response to fibroblast growth factor stimulus
inactivation of MAPK activity
neuropeptide hormone activity
female pregnancy
cell-cell signaling
cellular response to interferon-gamma
cytokine activity
response to glucocorticoid
positive regulation of ERK1 and ERK2 cascade
extracellular matrix structural constituent conferring tensile strength
response to virus
endocytic vesicle membrane
basement membrane
transmembrane signaling receptor activity
perikaryon
voltage-gated potassium channel complex
G protein-coupled receptor activity
mitochondrial inner membrane
cochlea development
potassium ion transmembrane transport
voltage-gated potassium channel activity
mitochondrial large ribosomal subunit
axon terminus
mitochondrial electron transport, NADH to ubiquinone
mitochondrial respiratory chain complex I assembly
synaptic vesicle membrane
regulation of sodium ion transmembrane transporter activity
type I interferon signaling pathway
extracellular matrix structural constituent
extracellular matrix
external side of plasma membrane
regulation of immune response
extracellular matrix organization
defense response to Gram-negative bacterium
defense response to bacterium
antimicrobial humoral immune response mediated by antimicrobial peptide
azurophil granule lumen
neutrophil degranulation
specific granule lumen
tertiary granule lumen
antimicrobial humoral response
nuclear-transcribed mRNA catabolic process, nonsense-mediated decay
cellular response to cadmium ion
iron ion homeostasis
positive regulation of tumor necrosis factor production
toll-like receptor signaling pathway
phagocytosis
anchored component of membrane
defense response to Gram-positive bacterium
secretory granule membrane
ficolin-1-rich granule membrane
peroxidase activity
defense response to fungus
tertiary granule membrane
innate immune response
specific granule membrane
hydrogen peroxide catabolic process
lipopolysaccharide binding
phosphatidylinositol binding
oxygen binding
regulation of cytoskeleton organization
cellular oxidant detoxification
inflammatory response
cellular response to lipopolysaccharide
heme binding
secretory granule lumen
positive regulation of superoxide anion generation
blood microparticle
azurophil granule membrane
blood coagulation
positive regulation of NF-kappaB transcription factor activity
immune response
leukocyte migration
non-membrane spanning protein tyrosine kinase activity
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synaptic vesicle membrane
integral component of postsynaptic density membrane
terminal bouton
axon initial segment
Schaffer collateral - CA1 synapse
postsynaptic membrane
RNA processing
signaling receptor activity
cell adhesion
cell surface
regulation of cell shape
membrane raft
focal adhesion
cell surface receptor signaling pathway
collagen-containing extracellular matrix
cell migration
transforming growth factor beta binding
secretory granule membrane
phosphatidylinositol 3-kinase signaling
blood microparticle
negative regulation of TGFb receptor signaling pathway
regulation of immune response
platelet degranulation
cellular response to mechanical stimulus
phagocytic vesicle membrane
Z disc
extracellular matrix structural constituent
negative regulation of endothelial cell proliferation
muscle contraction
sarcolemma
neutrophil chemotaxis
chemokine-mediated signaling pathway
integrin-mediated signaling pathway
cellular response to interferon-gamma
complement activation
complement activation, classical pathway
adaptive immune response
extracellular matrix organization
positive regulation of cytosolic calcium ion concentration
immune response
inflammatory response
positive regulation of PI3K signaling
external side of plasma membrane
apoptotic signaling pathway
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