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This presentation is based on lectures
given by the author at the Münster Colloquium

on the Textual History of the Greek New Testament.
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The Coherence-Based Genealogical Method
CBGM

With grateful acknowledgements
to Klaus Wachtel for productive discussions

and to Ryan Wettlaufer for reviewing the English texts.
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The Coherence-Based Genealogical Method
CBGM

Status of data
"Befofof re the last fafaf scicle of ECM IV was published, no comprehensive set of data was available fofof r the
entire corpus of the Catholic Letters. … A revision of the local stemmata of variants is currently
under way, guided by genealogical relationships between witnesses that have become more clear
through coherence-based analysis of the entire corpus. The result will be improved genealogical data
which will afffff efef ct the local stemmata." (Cf. the prefafaf ce to the Guideded to "Genealogical Queries")

This presentation uses the data available in March 2009.
For news on updates or a new release of this presentation look here.

Numbers of witnesses (e.g. 140 witnesses read variant b)
refefef r to the Greek witnesses (1st hands only) selected fofof r the EdEdE itio Critica MaMaM ior (ECM).

Lectionaries are not included.
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The Coherence-Based Genealogical Method
CBGM

For a more detailed and in-depth discussion
cf. Mink (2004).

Please try the "Genealogical Queries" program.
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5. How to find stemmatic coherencies
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The objective

The general objective is 
– to improve understanding of textual history 

               in light of all available information
– to reconstruct its starting point,
   i.e. the initial text (Ausgangstext).

The objective of the CBGM is
– to establish a comprehensive hypothesis    
   for the genealogical structure of the textual tradition
– to provide tools to control textual decisions.
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The objective

The general objective is 
– to improve understanding of textual history 

               in light of all available information
– to reconstruct its starting point,
   i.e. the initial text (Ausgangstext).

The objective of the CBGM is
– to establish a comprehensive hypothesis    
   for the genealogical structure of the textual tradition
– to examine the validity of textual decisions.

initial text

The initial text preceded the textual tradition
and has not survived in any manuscript.

We cannot know this text with certainty,
but can only reconstruct it hypothetically.

Various scenarios are possible …

(siglum "A" for Ausgangstext)
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The initial text preceded the textual tradition
and has not survived in any manuscript.

We cannot know this text with certainty,
but can only reconstruct it hypothetically.

Various scenarios are possible …

initial textinitial text

The initial text preceded the textual tradition
and has not survived in any manuscript.

We cannot know this text with certainty,
but can only reconstruct it hypothetically.

Various scenarios are possible …

(siglum "A" for Ausgangstext)

initial text                   … for instance:

The initial text may be a hypothesis
for the authorial text.

initial text  ≈ author's text

manuscript tradition

Or …
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initial text

The initial text preceded the textual tradition
and has not survived in any manuscript.

We cannot know this text with certainty,
but can only reconstruct it hypothetically.

Various scenarios are possible …

(siglum "A" for Ausgangstext)
initial text                   … for instance:

The initial text may be a hypothesis
for the authorial text.

initial text  ≈ author's text

manuscript tradition

Or …

initial text                   … for instance:

The initial text may be a hypothesis
on the authorial text.

initial text  ≈ author's text

manuscript tradition

Or …

initial text                   … or:

The initial text may be a hypothesis
for an edition of the author's text.

author's text

initial text  ≈ text as edited

manuscript tradition Or …

?    ?
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initial text                   … for instance:

The initial text may be a hypothesis
on the authorial text.

initial text  ≈ author's text

manuscript tradition

Or …

initial text                         … or:

There may even have been
more than one initial text.

  initial text 1             initial text 2

manuscript tradition
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The objective

The general objective is 
– to improve understanding of textual history 

               in light of all available information
– to reconstruct its starting point,
   i.e. the initial text (Ausgangstext).

The objective of the CBGM is
– to establish a comprehensive hypothesis    
   for the genealogical structure of the textual tradition
– to provide tools to control textual decisions.

initial text

The initial text is the starting point
of the textual tradition – the text from which
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We cannot know this text with certainty,
but can only reconstruct it hypothetically.
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Or …

initial text                         … or:

There may even have been
more than one initial text.

  initial text 1             initial text 2

manuscript tradition

?    ? ?    ?

For each writing or corpus the term "initial text" must be specified.
Is the initial text a hypothesis for the authorial text, an edition,
or for only the archetype of the preserved manuscript tradition?

This definition is important because it governs
which internal criteria can be used.
The simplest assumption may be

that the initial text is a hypothesis for the author's text.
If whatever we reconstruct from the extant copies
cannot, for whatever reason, be the author's text,

then we must consider other options.

NB: In any case, the initial text
is a hypothetical reconstruction of a starting point,

and thus should not necessarily be equated
with any actual historical reality.
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The objective

The general objective is 
– to improve understanding of textual history 

               in light of all available information
– to reconstruct its starting point,
   i.e. the initial text (Ausgangstext).

The objective of the CBGM is
– to establish a comprehensive hypothesis    
   for the genealogical structure of the textual tradition
– to examine the validity of textual decisions.

Examining the validity of textual decisions

Any textual decision, any assessment of the priority of variants
compared with others, presupposes:

(i) evaluation of attestations, i.e. witnesses, and
(ii) evaluation of variants, i.e. assessing which variant is likely

to be the source of other variants.
We need some knowledge of the witnesses
and of the usual development of variants,

but what we know at the very beginning of our work is rather patchy.
 Thus, first decisions are preliminary and must be open to revision

as our work proceeds and our knowledge develops.
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Examining the validity of textual decisions

Any textual decision, any assessment of the priority of variants
compared with others, presupposes:

(i) evaluation of attestations, i.e. witnesses, and
(ii) evaluation of variants, i.e. assessing which variant is likely

to be the source of other variants.
We need some knowledge of the witnesses
and of the usual development of variants,

but what we know at the very beginning of our work is rather patchy.
 Thus, first decisions are preliminary and must be open to revision

as our work proceeds and our knowledge develops.

Additionally, a circular argument emerges:
Witnesses are rated highly because of their variants,

yet variants are preferred because they occur in highly rated witnesses.
This circularity must be controlled

in light of an over-all view of variants and witnesses.

Using the increasing insight into the interrelationships
between witnesses and controlling the witnesses-variants-circle,

both require an iterative process of approximation.

Examining the validity of textual decisions
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The objective

The general objective is 
– to improve understanding of textual history 

               in light of all available information
– to reconstruct its starting point,
   i.e. the initial text (Ausgangstext).

The objective of the CBGM is
– to establish a comprehensive hypothesis    
   for the genealogical structure of the textual tradition
– to examine the validity of textual decisions.

An iterative process:

revision of textual decisions
(local stemmata of variants)

in light of

over-all results
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The objective

Hypothesis for the genealogical structure

If in a traditional stemma an arrow points
from witness a to witness b,

then we expect that in general witness b
will have the same text as witness a

but at some places of variation
witness b will have variants

derivative of witness a.

      a

b           c

             d
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The objective

Hypothesis for the genealogical structure

It is similar in the CBGM.
We have, however, to consider contamination. Therefore …

      a

b           c

             d

If in a traditional stemma an arrow points
from witness a to witness b,

then we expect that in general witness b
will have the same text as witness a

but at some places of variation
witness b will have variants
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The objective

Hypothesis for the genealogical structure

Elements of the hypothesis are:
statements on the texts of all witnesses.

The structure of these genealogical statements should be:

For every passage of text it is true that

       witness x agrees with certain witnesses (a or b or …),
       or witness x has a variant derived from these witnesses.
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  The rule of parsimony:
  The number of witnesses involved is as small as possible.   

The objective

Hypothesis for the genealogical structure

Elements of the hypothesis are:
statements on the texts of all witnesses.

The structure of these genealogical statements should be:

For every passage of text it is true that

       witness x agrees with certain witnesses (a or b or …),
       or witness x has a variant derived from these witnesses.
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The challenge

large number of witnesses

high grade contamination

coincidental emergence
          of identical variants  

conflicting data
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The objective

…  is to establish a
comprehensive hypothesis for
the structure of the tradition.

What can be achieved?

We know manuscripts and their dates
(which may be certain for some, less so for others).

We know texts and their variants.
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The objective

…  is to establish a
comprehensive hypothesis for
the structure of the tradition.

What can be achieved?

The date of a manuscript gives only
the terminus post quem non of the text.

We do not know            the dates of the texts, i.e. the dates of their variants.

We do not know            the manuscripts / texts / variants which are lost –
the links between preserved copies.

We know manuscripts and their dates
(which may be certain for some, less so for others).

We know texts and their variants.
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We do not know            the dates of the texts, i.e. the dates of their variants.

We do not know            the manuscripts / texts / variants which are lost –
the links between preserved copies.

The objective

…  is to establish a
comprehensive hypothesis for
the structure of the tradition.

What can be achieved?

We know manuscripts and their dates
(which may be more or less certain).

We know texts and their variants.

The date of the manuscript gives only the
terminus post quem non of the text.

We cannot find out the exact ways of transmission
("how it really was").

We cannot construct a stemma of manuscripts.
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The objective

…  is to establish a
comprehensive hypothesis on
the structure of the tradition.

We cannot find out the exact ways of transmission
("how it really was").

We cannot construct a stemma of manuscripts.

We can search for structures within the development of the texts.

The objective of the CBGM
is to find these structures.

The CBGM deals with texts,
not with manuscripts.

The text is the witness.
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Coherence-Based Genealogical Method

Coherence within a tradition – a truism?

Yes, of course, it is.

Yet, we must get involved with some questions.
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Coherence-Based Genealogical Method

Are there different kinds of coherence?

How can coherence be quantified and described?

How can coherence contribute to an over-all view of the tradition?
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Coherence-Based Genealogical Method

Are there different kinds of coherence?

How can coherence be quantified and described?

How can coherence contribute to an over-all view of the tradition?

The over-all view  –   a stemma?
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The over-all view  –   a stemma?

A

B C

D E F G H

I J

        K         L

traditional stemma of manuscripts
(not displaying contamination –

one ancestor per descendant)

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



The over-all view  –   a stemma?

A

B C

D E F G H

I J

        K         L

traditional stemma of manuscripts
(not displaying contamination –

one ancestor per descendant)

For a contaminated tradition
we need another design.
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A

B C

D E F G H

I J

        K         L

traditional stemma of manuscripts
(not displaying contamination –

one ancestor per descendant)

stemma of texts
(allowing for more than one ancestor per

descendant)
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The over-all view  –   a stemma?

A

B C

D E F G H

I J

        K         L

A

B C

D E F G H

I J

        K         L

traditional stemma of manuscripts
(not displaying contamination –

one ancestor per descendant)

stemma of texts
(allowing for more than one ancestor per

descendant)
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A more complex concept of stemma

A

B C

D E F G H

I J

        K         L

Every arrow stands
for a genealogical hypothesis.
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A more complex concept of stemma

A

B C

D E F G H

I J

        K         L

Every arrow stands
for a genealogical hypothesis.

Many of the hypotheses may be based
on strong evidence,

others may be less reliable or only slightly
better than the alternatives.
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A more complex concept of stemma

A

B C

D E F G H

I J

        K         L

The data behind the stemmatic connections are the substance of the stemma.

How many variant relations support this arrow?
On what passages are the variant relations based?

Every arrow stands
for a genealogical hypothesis.

Many of the hypotheses may be based
on strong evidence,

others may be less reliable or only slightly
better than the alternatives.
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Every arrow stands
for a genealogical hypothesis.

Many of the hypotheses may be based
on strong evidence,

others may be less reliable or only slightly
better than the alternatives.

A more complex concept of stemma

A

B C

D E F G H

I J

        K         L

A stemma restricted to 2 dimensions
is only a simplified visualisation

of the complex data behind it.

The data behind the stemmatic connections are the substance of the stemma.

How many variant relations support this arrow?
On what passages are the variant relations based?
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Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.
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A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.
(As in graph theory, the lines are called edges,
and they connect nodes representing witnesses.)

Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.
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The resulting hypotheses cannot be falsified
at any passage of text.

Special requirements the CBGM must meet

A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



An exclusively statistical approach to stemmatology
is not appropriate because the results would not
apply to each individual case.

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be falsified
at any passage of text.

Special requirements the CBGM must meet

A method which results in a graph displaying
exclusively linear or bifurcated edges is not
suitable for representing contamination.
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The resulting hypotheses cannot be falsified
at any passage of text.

Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.
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genealogically relevant data
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The resulting hypotheses cannot be falsified
at any passage of text.

The resulting hypotheses must be as simple as
possible, i.e. the number of ancestors of each

descendant must be as small as possible.

Special requirements the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.
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The Coherence-Based Genealogical Method
CBGM

1. The objective
2. Some basics
3. Key terms and procedures
4. Interpreting coherence
5. How to find stemmatic coherencies
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The circles stand for manuscripts.
Every manuscript has its ancestor, and some
of them derived their text from two sources.

That is contamination.

Contamination as a process
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If witnesses are lost …
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The circles stand for manuscripts.
Every manuscript has its ancestor, and some
of them derived their text from two sources.

That is contamination.

Contamination as a process
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their changes may accumulate
in the next preserved witness.If witnesses are lost,
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The circles stand for manuscripts.
Every manuscript has its ancestor, and some
of them derived their text from two sources.

That is contamination.

Contamination as a process
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Contamination as a process        Contamination as a result

contamination seems
to be higher.If witnesses are lost,
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contamination seems
to be higher.If witnesses are lost,

Instead of 2 ancestors maximum,
we find here 3 ancestors

contributing text to the descendant.
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contamination as process     contamination as result

contamination seems
to be higher.

The more sources of contamination there are, 
the more combinations of a descendant and ancestors are possible.

As a result, the descendant sometimes agrees with one part
of the ancestors, sometimes with another.

In consequence, the composition of the individual attestations
is varying considerably.

Instead of 2 ancestors maximum,
we find here 3 ancestors

contributing text to the descendant.

If witnesses are lost,
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   BD

C

   C

BD

   CD

B

   B

CD

1. 2. 3. 4.

Traces of contamination: varying combinations of witnesses

a model:

4 variant passages 3 witnesses: B, C, D
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   BD

C

   C

BD

   CD

B

   B

CD

1. 2. 3. 4.

Any textual decision on which variant is part of the initial text
is a decision on the content of a hypothetical witness "A".
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[A] BD

C

[A] C

BD

[A] CD

B

[A] B

CD

1. 2. 3. 4.

The initial text "A"

Any textual decision on which variant is part of the initial text
is a decision on the content of a hypothetical witness "A".
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[A] BD

C

[A] C

BD

[A] CD

B

[A] B

CD

1. 2. 3. 4.

[A]

B C

D

stemma

The stemma reflects the situation at each variant passage.
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[A] BD

C

[A] C

BD

[A] CD

B

[A] B

CD

1. 2. 3. 4.

[A]

B C

D

[A]

B C

D

[A]

B C

D

[A]

B C

D

[A]

B C

D

stemma

The stemma reflects the situation at each variant passage.

transmission      without change with change
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A

B C

D E

F

If we knew everything about a tradition,
all variants, their origin,
and the exact way of their transmission,
then the stemma could be easily constructed.

For example this one:

Let us assume that it is the result
                 of the development of text as follows …

A model of transmission
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The initial text "A" contains 5 passages which
will be subject to variation in the copies of the

text.

"x" is the original reading at every passage,
and sometimes "x" will be changed to "y" …

A: x x x x x A

B C

D E

F

A model of transmission
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B: x y x x y

A: x x x x x

changes

A

B C

D E

F

A model of transmission
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A: x x x x x

C: x x y x x

A

B C

D E

F

B: x y x x y

A model of transmission
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D: x y x y x

A: x x x x x A

B C

D E

F

B: x y x x y C: x x y x x

A model of transmission
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A: x x x x x

In this case, witness D originates
variant "x" on the basis of "y"
without knowing the initial text.
The agreement is coincidental.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x

A model of transmission
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E: x y y x x

A: x x x x x

Contamination!

At passage 2 "y" in witness E has been copied from witness B.
At variant passage 3 "y" in witness E has been copied from witness C.
At variant passage 5 "x" in witness E has been copied from witness C.
At variant passages 1 and 4 witness E agrees with both, witness B and witness C.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x

A model of transmission
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F: y y y x y

A: x x x x x

Contamination!

At passage 3 "y" in witness F has been copied from witness E.
At passage 5 "y" in witness F has been copied from witness B.

At passages 2 and 4 witness F agrees with witnesses B and E, passage 1 disagrees with both.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

A model of transmission
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A: x x x x x

In a critical apparatus we would find that the 2nd passage has two variants:
"x" and "y." The attestation of "x" is A.C., "y" is witnessed by B.D.E.F.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

A model
of transmission
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2nd passage:

A: x x x x x

Please pay attention
to the bold lines connecting
the witnesses at passage 2.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

x    A. C.
y    B. D. E. F.

A model
of transmission
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A: x x x x x

The bold lines correspond
to the connections

in the stemma.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

2nd passage:A model
of transmission
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x    A. C.
y    B. D. E. F.
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A: x x x x x A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

2nd passage:A model
of transmission

Contents | Index

x    A. C.
y    B. D. E. F.

The bold lines correspond
to the connections

in the stemma.
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A: x x x x x

In the stemma the witnesses of each variant are in a coherent field.

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

2nd passage:A model
of transmission x    A. C.

y    B. D. E. F.
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y

xA: x x x x x A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

2nd passage:A model
of transmission

Contents | Index

x    A. C.
y    B. D. E. F.

In the stemma the witnesses of each variant are in a coherent field.
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D: x y x y x 4: x y y x x

5: y y y x y

A: x x x x x

In the stemma the witnesses of each variant are in a coherent field.

The red dashed line indicates
the genealogical relationship

of these coherent fields which stand for
variants and their witnesses.

It points from the source witness (A) in the
field of variant "x"

to the 'inventor' of variant "y" (B)
in the "y"-field. y

xA

B C

D E

F

B: x y x x y C: x x y x x

2nd passage:A model
of transmission x    A. C.

y    B. D. E. F.
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y

x

3rd passage:   x    A. B. D.
                      y    C. E. F.

A: x x x x x A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

A model
of transmission
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x

y

x

5th passage:   x    A. C. D. E.
                      y    B. F.

A: x x x x x A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

A model
of transmission
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5: y y y x y

A: x x x x x

The witness in the green "x"-field
coincidentally agrees with the witnesses

in the blue "x"-field.
Consequently, there are two "x"-fields.

x

y

x

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

5th passage:   x    A. C. D. E.
                      y    B. F.

A model
of transmission
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F: y y y x y

A: x x x x x
x

y

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

1st passage:   x    A. B. C. D. E.
                      y    F.

A model
of transmission
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F: y y y x y

A: x x x x x
x

y

A

B C

D E

F

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

4th passage:   x    A. B.C. E. F.
                      y    D.

A model
of transmission
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In the stemma the witnesses of each variant are in a coherent field.

Consequently, witnesses being
in non-coincidental agreement

form coherent subsets
of the global stemma of witnesses.

y

x A

B C

D E

F
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In the stemma the witnesses of each variant are in a coherent field.

NB: Due to their simplicity,
two-dimensional visualisation is fully

adequate for these examples.

The logic of the data behind a stemma
is multidimensional, but visualisation
only allows for what can be projected

onto two dimensions.
This applies to coherent fields too. y

x A

B C

D E

F

Consequently, witnesses being
in non-coincidental agreement

form coherent subsets
of the global stemma of witnesses.
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y

x A

B C

D E

F

The principle

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.
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The principle

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

The consequence

The first step is to establish
local stemmata of variants

for as many variant passages
as possible.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



The principle The consequence

… is to find
the simplest stemma

that matches the principle.

The task

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

The first step is to establish
local stemmata of variants

for as many variant passages
as possible.
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A

B C

D E

F

A: x x x x x

The complexity of this model is very low
compared to the Catholic Letters.  

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y

A model of transmission
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A

B C

D E

F

The Catholic Letters: 

3046 places of variation up to 164 Greek witnesses

A: x x x x x

B: x y x x y C: x x y x x

D: x y x y x E: x y y x x

F: y y y x y
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Some initial assumptions are necessary
in order to provide rules according to which

the relationships of texts and witnesses
should preferably be assessed.

These assumptions pertain to the average act
of copying texts in a given tradition.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.
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A scribe wants to copy the Vorlage with fidelity.

Fact: Nearly all the witnesses have
close relatives.

Assumptions considered more probable than their contrary
(following the rule of parsimony)
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A scribe wants to copy the Vorlage with fidelity.

Fact: Nearly all the witnesses have
close relatives.

Implication: When the same variant
is found in a very close relative
of its witness, coherence and non-
coincidental agreement is assumed.

Assumptions considered more probable than their contrary
(following the rule of parsimony)
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

Fact: Nearly all variants diverging from the main Vorlage
are found in close relatives.
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Implication: If a witness deviates from its main Vorlage,
the variant is searched for in its close relatives. If found,
coherence and non-coincidental agreement is assumed.

Fact: Nearly all variants diverging from the main Vorlage
are found in close relatives.

Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').
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Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.
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This assumption is required
by the rule of parsimony.

Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.
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A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

Assumptions considered more probable than their contrary
(following the rule of parsimony)
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The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



This assumption is the
corollary of the first one.

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

Assumptions considered more probable than their contrary
(following the rule of parsimony)
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As a rule, these assumptions will explain the evidence sufficiently.
Where they do not, we have to look for an exceptional scenario

matching an exceptional case!

Assumptions considered more probable than their contrary
(following the rule of parsimony)

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.
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The Coherence-Based Genealogical Method
CBGM  

1. The objective
2. Some basics
3. Key terms and procedures
4. Interpreting coherence
5. How to find stemmatic coherencies
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witnesses
(= texts, not
manuscripts)

older texts

younger texts

Older and younger
states of text
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The distance
between witnesses

depends on the percentage
of their agreements.

It depends
on their disagreements

whether witnesses feature
older or younger states of text.

It must be evaluated
which disagreeing variants are
prior and which are posterior.

A higher proportion
of prior variants indicates

an older text.

older texts

younger texts

witnesses
(= texts, not
manuscripts)

Prior and posterior variants

Contents | Index
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The distance
between witnesses

depends on the percentage
of their agreements.

It depends
on their disagreements

whether witnesses feature
older or younger states of text.

It must be evaluated
which disagreeing variants are
prior and which are posterior.

A higher proportion
of prior variants indicates

an older text.

If possible, local stemmata of variants
have to be constructed

(stemmata which present the genealogy
of variants for a variant passage).

Please remember …

older texts

younger texts

witnesses
(= texts, not
manuscripts)

Prior and posterior variants
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The principle The consequence

… is to find
the simplest stemma

that matches the principle.

The task

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

The first step is to establish
local stemmata of variants

for as many variant passages
as possible.

The principle

The task

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

… is to find
the simplest stemma

that matches the principle.

The consequence
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The principle The consequence

… is to find
the simplest stemma

that matches the principle.

The task

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

The first step is to establish
local stemmata of variants

for as many variant passages
as possible.

The principle

The task

The genealogical interrelationships
between all the variants

at any place of variation must appear
in a global stemma of the witnesses

as genealogical relationship between
coherent fields of their witnesses.

… is to find
the simplest stemma

that matches the principle.

The consequence

An iterative process:

revision of textual decisions
(local stemmata of variants)

in light of

over-all results
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general textual flow

older texts

younger texts

There is a general textual
flow from the earlier to
the later states of text.

The textual flow
incorporates accurate

transmission as well as
variation.
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general textual flow

Each witness can be assigned
a position relative to any
other witness within this

general textual flow.
The particular textual flow

between individual witnesses
can be determined.

older texts

younger texts
Contents | Index
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general textual flow particular textual flows

older texts

younger texts

Each witness can be assigned
a position relative to any
other witness within this

general textual flow.
The particular textual flow

between individual witnesses
can be determined.
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general textual flow

A particular textual flow
exists between each pair of

witnesses.
It  leads from the prior

variants in witness x to the
posterior variants in

witness y.

particular textual flows

older texts

younger texts

Each witness can be assigned
a position relative to any
other witness within this

general textual flow.
The particular textual flow

between individual witnesses
can be determined.
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general textual flow

In a contaminated tradition
a flow in the opposite

direction will nearly always
be found at the same time.

particular textual flows

A particular textual flow
exists between each pair of

witnesses.
It  leads from the prior

variants in witness x to the
posterior variants in

witness y.

A particular textutut al flflf ow
exists between each pair of

witnesses.
It leads frfrf om the prior

variants in witness x to the
posterior variants in

witness y.

older texts

younger texts
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In a contaminated tradition
a flow in the opposite

direction will nearly always
be found at the same time.

It  leads from the prior
variants in witness y to the

posterior variants in
witness x.

general textual flow particular textual flows

A particular textual flow
exists between each pair of

witnesses.
It  leads from the prior

variants in witness x to the
posterior variants in

witness y.

A particular textutut al flflf ow
exists between each pair of

witnesses.
It leads frfrf om the prior

variants in witness x to the
posterior variants in

witness y.

older texts

younger texts
Contents | Index
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In a contaminated tradition
a flow in the opposite

direction will nearly always
be found at the same time.

It  leads from the prior
variants in witness y to the

posterior variants in
witness x.

general textual flow predominant textual flows

The predominant textual flow
transmits more prior variants
from an earlier state of text

to a later one (cf. the red arrows).

In a contaminated tradition
a flflf ow in the opposite

direction will nearly always
be fofof und at the same time.

It leads frfrf om the prior
variants in witness y to the

posterior variants in
witness x.

older texts

younger texts
Contents | Index
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general textual flow

older texts

younger texts
Contents | Index

Potential ancestors
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general textual flow

Let us single out
one witness.

older texts

younger texts
Contents | Index

Potential ancestors
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general textual flow

Let us single out
one witness.

older texts

younger texts
Contents | Index

Potential ancestors
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Above this line
predominant textual flows
are directed to the witness

selected.

Below the line
predominant textual flows
emanate from this witness.

general textual flow

older texts

younger texts
Contents | Index
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Above this line
we find

potential ancestors.

Below the line
there are

potential descendants.

general textual flow

older texts

younger texts
Contents | Index
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general textual flow

potential ancestors

potential descendants

older texts

younger texts
Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



general textual flow

potential ancestors

The ancestors
for an optimal substemma

have to be selected
from the pool

of potential ancestors.descendant

older texts

younger texts
Contents | Index
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general textual flow

potential ancestors

descendant

The substemma is optimal
if the number of ancestors

necessary to explain
all variants in a descendant

is as small as possible.

The stemmatic ancestors
are likely to be found

among the closest relatives.

older texts

younger texts
Contents | Index
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general textual flow

potential ancestors

More distant relatives
may contribute to

a better substemma
(if they supersede
other ancestors).

older texts

younger texts
Contents | Index

descendant
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general textual flow

potential ancestors

older texts

younger texts

More distant relatives
may contribute to

a better substemma
(if they supersede
other ancestors).

Contents | Index

descendant
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general textual flow

potential ancestors

older texts

younger texts

More distant relatives
may contribute to

a better substemma
(if they supersede
other ancestors).

Contents | Index

descendant

Rarely, none of the potential ancestors reads
the source of a variant in the descendant.

For prior variants found only in non-ancestors
and the procedure required in this case,

cf. Mink (2004), 59-63.
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stemmatic ancestors:
B, C, and D

D

E

B
C

general textual flow

optimal substemma
of descendant E

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

older texts

younger texts
Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



younger texts

general textual flow

Stemmatic ancestors are those
which fit the rule for constructing

optimal substemmata.
They must not be confused

with the historical exemplars of the descendant
which normally are lost.

older texts

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C
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younger texts

general textual flow

older texts

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.The substemma is optimal 
if the number of ancestors

necessary to explain
all variants in a descendant

is as small as possible.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C

Stemmatic ancestors are those
which fit the rule for constructing

optimal substemmata.
They must not be confused

with the historical exemplars of the descendant
which normally are lost.
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general textual flow

older texts

younger texts

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C
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There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C
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At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C
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E

BC

D

E

B

local textual flows at 3 variant passages

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C

At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

scenarios:

E reads
the same variant
as B, C and D.

E reads
the same variant

as B and D
but disagrees

with C.

E changes
the variant
supported

by B and C,
and E disagrees

with D.

E

BC

D
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Local textual flows connect ancestors reading
the same variant or  – if they do not agree –

ancestors reading the variant prior
to the one in the descendant.

There are
global textual flows

from stemmatic ancestors
to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C

At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

E

BC

D

E

B

local textual flows at 3 variant passages
scenarios:

E reads
the same variant
as B, C and D.

E reads
the same variant

as B and D
but disagrees

with C.

E changes
the variant
supported

by B and C,
and E disagrees

with D.

E

BC

D
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D

E

B
C There are

global textual flows
from stemmatic ancestors

to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant E

At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

BC

D

B

local textual flows at 3 variant passages
scenarios:

E reads
the same variant
as B, C and D.

E reads
the same variant

as B and D
but disagrees

with C.

E changes
the variant
supported

by B and C,
and E disagrees

with D.

BC

D

Local stemmata show the variants
in genealogical order.

The variant prior to the one
in a descendant can be determined.

Local textual flows connect ancestors reading
the same variant or  – if they do not agree –

ancestors reading the variant prior
to the one in the descendant.

E E E Contents | Index
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D

E

B
C There are

global textual flows
from stemmatic ancestors

to a descendant.

These global textual flows
are parts of a global stemma
as the optimal substemma

is part of it.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant E

At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

BC

D

B

scenarios:

E reads
the same variant
as B, C and D.

E reads
the same variant

as B and D
but disagrees

with C.

E changes
the variant
supported

by B and C,
and E disagrees

with D.

BC

D

Local stemmata show the variants
in genealogical order.

The variant prior to the one
in a descendant can be determined.

Local textual flows connect ancestors reading
the same variant or  – if they do not agree –

ancestors reading the variant prior
to the one in the descendant.

The local stemmata of variants (x, y, z) may be:
x

y z

x

y z

x

y z

B, C, D and
E support
variant x.

B, D and E
support

variant y.
C reads

variant z.

E E E

E reads
variant y.
B and C
support

variant x.
D reads

variant z.
local textual flows at 3 variant passages
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Contents | Index

The following statement is true
for each local textual flow:

The descendant agrees with at least one of the
stemmatic ancestors

or
the descendant reads a variant which has

developed from the variant in at least
one of the stemmatic ancestors.

stemmatic ancestors:
B, C, and D

optimal substemma
of descendant ED

E

B
C

At each variant passage,
all global textual flows

or a subset of them correspond
to local textual flows.

At each variant passage,
local textual flows lead from

all ancestors or a subset of them
to the descendant.

BC

D

B

scenarios:

E reads
the same variant
as B, C and D.

E reads
the same variant

as B and D
but disagrees

with C.

E changes
the variant
supported

by B and C,
and E disagrees

with D.

BC

D

E E E

local textual flows at 3 variant passages
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pre-genealogical

genealogical

stemmatic

Types of coherence
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Pre-genealogical coherence
witness X witness Y

proportion of
agreeing variants

Pre-genealogical coherence is based on the agreements of witnesses only.
It does not presuppose any genealogical input.

We can use it immediately after transferring the collated material into a database.
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Pre-genealogical coherence
witness X witness Y

proportion of
agreeing variants

Pre-genealogical coherence
is determined

by the proportion of agreements
in the witnesses compared.

Pre-genealogical coherence is based on the agreements of witnesses only.
It does not presuppose any genealogical input.

We can use it immediately after transferring the collated material into a database.
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Pre-genealogical coherence
witness X witness Y

proportion of
agreeing variants

Pre-genealogical coherence
is determined

by the proportion of agreements
in the witnesses compared. Low pre-genealogical coherence

within an attestation implies
multiple coincidental emergence of the variant.

Low pre-genealogical coherence
of attestations of two variants argues against

a genealogical relationship between these variants.

Pre-genealogical coherence is based on the agreements of witnesses only.
It does not presuppose any genealogical input.

We can use it immediately after transferring the collated material into a database.
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Pre-genealogical coherence
witness X witness Y

proportion of
agreeing variants

Pre-genealogical coherence
is determined

by the proportion of agreements
in the witnesses compared.

Pre-genealogical coherence is based on the agreements of witnesses only.
It does not presuppose any genealogical input.

We can use it immediately after transferring the collated material into a database.

Low pre-genealogical coherence
within an attestation implies

multiple coincidental emergence of the variant.
Low pre-genealogical coherence

of attestations of two variants argues against
a genealogical relationship between these variants.

Pre-genealogical coherence
has no direction.
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Genealogical coherence
witness X witness Y

proportion of
diverging variants

Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.

Contents | Index
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Genealogical coherence
witness X witness Y

proportion of
diverging variants

Some of the diverging variants in witness X are prior
to the corresponding variants in witness Y.

Contents | Index

Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Genealogical coherence

prior posterior

witness X witness Y

proportion of
diverging variants

Some of the diverging variants in witness X are prior
to the corresponding variants in witness Y.

Contents | Index

Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

prior

priorposterior

posterior

witness X witness Y

proportion of
diverging variants

unrelated

In other instances
the relationship of variants

is inverse.
The variants in Y are prior.

Contents | Index

Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence

prior

priorposterior

posterior

witness X witness Y

unrelated

Contents | Index

Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compared.
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Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compmpm ared.

proportion of prior variants smaller in Y

witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

prior
prior

Contents | Index
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Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compmpm ared.

proportion of prior variants smaller in Y

witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

prior
prior

The proportion
of prior variants

determines
the direction of the

predominant textual flow.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compmpm ared.

witness X witness Y

unrelated

Genealogical coherence

prior
prior

prior

priorposterior

posterior

predominant textual flow
proportion of prior variants smaller in Y

The proportion
of prior variants

determines
the direction of the

predominant textual flow.
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Genealogical coherence is based on agreements and the genealogical relationship
between the diverging variants in the witnesses compmpm ared.

witness X witness Y

unrelated

Genealogical coherence

prior
prior

prior

priorposterior

posterior

predominant textual flow
proportion of prior variants smaller in Y

The predominant textual flow
is directed

from a potential ancestor
to a potential  descendant.
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witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

predominant textual flow

potential
ancestor

potent ial
descendant
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witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

predominant textual flow

potential
ancestor

potent ial
descendant

Genealogical coherence is directed.

Contents | Index
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witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

predominant textual flow

potential
ancestor

potent ial
descendant

Genealogical coherence is directed.
Exception: The proportion of prior variants in X and Y is equal.

Contents | Index
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witness X witness Y

unrelated

Genealogical coherence

prior

priorposterior

posterior

predominant textual flow

potential
ancestor

potent ial
descendant

Genealogical coherence is directed.
Exception: The proportion of prior variants in X and Y is equal.

Contents | Index

For undirected genealogical coherencies,
cf. Mink (2004), 63-67.
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Stemmatic coherence

A

B C

D E F G H

I J

        K         L

stemma of witnesses

Stemmatic coherence is based
on the genealogical relationship of witnesses

in an optimal substemma.
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Stemmatic coherence

A

B C

D E F G H

I J

        K         L

stemma of witnesses

The substemma is optimal 
if the number of ancestors

necessary to explain
all variants in a descendant

is as small as possible.
Contents | Index

Stemmatic coherence is based
on the genealogical relationship of witnesses

in an optimal substemma.
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Stemmatic coherence

A

B C

D E F G H

I J

        K         L

stemma of witnesses

A

B C

D E F G H

I J

        K        L

substemma

The substemma is optimal 
if the number of ancestors

necessary to explain
all variants in a descendant

is as small as possible.
Contents | Index
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Optimal substemma

descendant

The stemmatic ancestors
– ancestors in an optimal substemma –

are to be searched among the potential ancestors,
the witnesses with a higher proportion of prior variants.

Contents | Index
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Optimal substemma

potential ancestors

descendant

All potential ancestors
will share various agreements

with a given descendant
but will not necessarily share

all of those agreements
in common.

Contents | Index
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Optimal substemma

potential ancestors

different proportions
of variants agreeing
with the descendant descendant

All potential ancestors
will share various agreements

with a given descendant
but will not necessarily share

all of those agreements
in common.

Contents | Index
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potent ial ancestors

Optimal substemma

descendantThe agreements
with the 1st potential ancestor

explain the corresponding
variants in the descendant.

Contents | Index
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potent ial ancestors

Optimal substemma

descendant

The agreements
with the 2nd potential ancestor

explain further variants
in the descendant.
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potent ial ancestors

Optimal substemma

descendant
The agreements

with the 3rd potential ancestor
explain additional variants

in the descendant.
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potent ial ancestors

Optimal substemma

descendant

If there were
no additional contributions
of the 4th potential ancestor,

this ancestor
would be irrelevant.
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potent ial ancestors

Optimal substemma

descendant But if there are further
contributions …

Contents | Index
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potent ial ancestors

Optimal substemma

descendant … it may happen
that the contributions of

another potential ancestor
become superfluous.
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potent ial ancestors

Optimal substemma

descendant … it may happen
that the contributions of

another potential ancestor
become superfluous.
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potent ial ancestors

Optimal substemma

descendant

Finally, there will be
a number of passages

in the descendant
which the agreements

with the potential ancestors
cannot explain.
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potent ial ancestors

Optimal substemma

descendant

diverging variants

Finally, there will be
a number of passages

in the descendant
which the agreements

with the potential ancestors
cannot explain.
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potent ial ancestors

Optimal substemma

descendant

diverging variants

Among the diverging variants
in the potential ancestors one
must search for prior variants

which are adequate for
explaining posterior variants

in the descendant.

Finally, there will be
a number of passages

in the descendant
which the agreements

with the potential ancestors
cannot explain.
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potent ial ancestors

Optimal substemma

descendant

The substemma is optimal 
if the number of ancestors

necessary to explain
all the variants in a descendant

is as small as possible.

Among the diverging variants
in the potential ancestors one
must search for prior variants

which are adequate for
explaining posterior variants

in the descendant.
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potent ial ancestors

Optimal substemma

descendant

The substemma is optimal 
if the number of ancestors

necessary to explain
all the variants in a descendant

is as small as possible.

Among the diverging variants
in the potential ancestors one
must search for prior variants

which are adequate for
explaining posterior variants

in the descendant.

Contents | Index

Rarely, a prior variant is not documented in any potential ancestor.
In less dense parts of the tradition in which more potential ancestors

are lost, the source of the variant in the descendant
may only occur in a witness, which is not a potential ancestor.

For prior variants found only in non-ancestors
and the procedure required in this case,

cf. Mink (2004), 59-63.
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The Coherence-Based Genealogical Method
CBGM  

1. The objective
2. Some basics
3. Key terms and procedures
4. Interpreting coherence
5. How to find stemmatic coherencies
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pre-genealogical                     genealogical

Coherence

Pre-genealogical coherence is based
on the agreement between witnesses.

Its strength is determined
by the proportion of agreements

between the witnesses compared.
Pre-genealogical coherence

has no genealogical direction.

Genealogical coherence is based
on agreements and

the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction

between the witnesses compared.
The proportion of agreements
determines the strength of the

genealogical coherence.
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Pre-genealogical coherence is based
on the agreement between witnesses.

Its strength is determined
by the proportion of agreements

between the witnesses compared.
Pre-genealogical coherence

has no genealogical direction.

pre-genealogical                     genealogical

Coherence

Coherence is a feature of the relationship
between witnesses of either one or several different variants.

Genealogical coherence is based
on agreements and

the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction

between the witnesses compared.
The proportion of agreements
determines the strength of the

genealogical coherence.
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16
Let us focus on variant b
and suppose that there is

high agreement, i.e.
pre-genealogical coherence,
within the attestation of b.

Cf. the red lines …

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16

Pre-genealogical coherence at variant passages

Let us focus on variant b
and suppose that there is

high agreement, i.e.
pre-genealogical coherence,
within the attestation of b.

Cf. the red lines …
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variant d witnesses

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

13         14        15        16

This argues
against multiple emergence

of variant b.

Pre-genealogical coherence at variant passages

Let us focus on variant b
and suppose that there is

high agreement, i.e.
pre-genealogical coherence,
within the attestation of b.

Cf. the red lines …
Contents | Index
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

There also is strong
pre-genealogical coherence

between witnesses of b
and some witnesses of a …

variant d witnesses 13         14        15        16

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

There also is strong
pre-genealogical coherence

between witnesses of b
and some witnesses of a …

variant d witnesses 13         14        15        16

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

There also is strong
pre-genealogical coherence

between witnesses of b
and some witnesses of a …

variant d witnesses 13         14        15        16

This suggests
genealogical relationship
of the variants a and b.

Variant a may be
the source of b or vice versa.

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16

Pre-genealogical coherence
between a witness of variant b

and a witness of variant d
is found, too.

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

Pre-genealogical coherence
between a witness of variant b

and a witness of variant d
is found, too.

variant d witnesses 13         14        15        16

This may indicate
genealogical relationship

of variants b and d.

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16

There is no adequate
pre-genealogical coherence

between witnesses of variant b
and witnesses of variant c.

Pre-genealogical coherence at variant passages
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16

Genealogical relationship
of these variants is rather

improbable.

Pre-genealogical coherence at variant passages

There is no adequate
pre-genealogical coherence

between witnesses of variant b
and witnesses of variant c.
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variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

Pre-genealogical coherence at variant passages

variant c witnesses 9         10        11        12

variant d witnesses 13         14        15        16

Genealogical relationship
of these variants is rather

improbable.

(Pre-)genealocical coherence
is an external criterion.

The weaker it is, the more
reasoning based on internal grounds

is required for establishing
genealogical relationship of variants.

There is no adequate
pre-genealogical coherence

between witnesses of variant b
and witnesses of variant c.
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Genealogical coherence

ancestor           descendant
     1                         2

Genealogical coherence
based on the genealogical relationship

of diverging variants in pairs of witnesses
is recognized by their high agreement values

and the particular textual flow
directed from the potential ancestor

to the potential descendant.
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Genealogical coherence

Potential descendants may be
potential ancestors

of other highly agreeing relatives
in the same attestation.

Thus, chains
of genealogical coherencies

may materialize.

Genealogical coherence
based on the genealogical relationship

of diverging variants in pairs of witnesses
is recognized by their high agreement values

and the particular textual flow
directed from the potential ancestor

to the potential descendant.

ancestor           descendant
     1                         2

1

2

3

4

               1

        2               3

 4              5

                 6

or
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perfect coherence

Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

In the attestation of variant b there is a chain
of genealogical coherencies connecting all witnesses.
Genealogical coherence in this attestation is perfect.
All witnesses except witness 5 have a closely related
potential ancestor within this attestation. Witness 5 is,
metaphorically speaking, the 'inventor' of variant b.

A closely related potential ancestor of witness 5
must be looked for outside the attestation of variant b.

Contents | Index
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In the attestation of variant b there is a chain
of genealogical coherencies connecting all witnesses.
Genealogical coherence in this attestation is perfefef ct.
All witnesses except witness 5 have a closely related
potential ancestor within this attestation. Witness 5 is,
metapapa horically speaking, the 'inventor' of variant b.

A closely related potential ancestor of witness 5
must be looked fofof r outside the attestation of variant b.

perfect coherence

Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

Contents | Index

In this case, e.g. witness 3 would be
the most closely related potential ancestor

of witness 5 at this variant passage.
There is genealogical coherence

between the attestations
of variant a and variant b.
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In the attestation of variant b there is a chain
of genealogical coherencies connecting all witnesses.
Genealogical coherence in this attestation is perfefef ct.
All witnesses except witness 5 have a closely related
potential ancestor within this attestation. Witness 5 is,
metapapa horically speaking, the 'inventor' of variant b.

A closely related potential ancestor of witness 5
must be looked fofof r outside the attestation of variant b.

Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8
In this case, e.g. witness 3 would be

the most closely related potential ancestor
of witness 5 at this variant passage.
There is genealogical coherence

between the attestations
of variant a and variant b.

The appropriate
local stemma of variants is:

a

b

perfect coherence
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imperfect coherence
Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

In the attestation of variant b witness 6 and witness 8 are
derived from their respective potential ancestors.

Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation is imperfect.
Closely related potential ancestors of witness 5 and witness 7

must be looked for outside the attestation of variant b.

variant c witnesses 9         10        11        12
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imperfect coherence
Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

In the attestation of variant b witness 6 and witness 8 are
derived frfrf om their respective potential ancestors.

Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation is imperfefef ct.
Closely related potential ancestors of witness 5 and witness 7

must be looked fofof r outside the attestation of variant b.

variant c witnesses 9         10        11        12

Contents | Index

In this case, witness 3 would be
the most closely related potential ancestor

of witness 5, while witness 7 is derived
from witness 4

(multiple emergence of variant b).
There is genealogical coherence

between the attestations
of variant a and variant b.
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In the attestation of variant b witness 6 and witness 8 are
derived frfrf om their respective potential ancestors.

Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation is imperfefef ct.
Closely related potential ancestors of witness 5 and witness 7

must be looked fofof r outside the attestation of variant b.

In this case, witness 3 would be
the most closely related potential ancestor

of witness 5, while witness 7 is derived
from witness 4

(multiple emergence of variant b).
There is genealogical coherence

between the attestations
of variant a and variant b.

Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

Contents | Index

The appropriate
local stemma of variants remains:

a

b

imperfect coherence
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In the attestation of variant b witness 6 and witness 8 are
derived frfrf om their respective potential ancestors.

Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation is imperfefef ct.
Closely related potential ancestors of witness 5 and witness 7

must be looked fofof r outside the attestation of variant b.

imperfect coherence
Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

In this case, however, witness 7 would be
derived from witness 9.

There is genealogical coherence
between the attestation of variant a and

a part of the attestation of variant b.
The same is true for the attestation of variant c
and another part of the attestation of variant b.Contents | Index
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In the attestation of variant b witness 6 and witness 8 are
derived frfrf om their respective potential ancestors.

Yet, neither witness 5 nor witness 7
have potential ancestors within this attestation.

Genealogical coherence in this attestation is imperfefef ct.
Closely related potential ancestors of witness 5 and witness 7

must be looked fofof r outside the attestation of variant b.

In this case, however, witness 7 would be
derived from witness 9.

There is genealogical coherence
between the attestation of variant a and

a part of the attestation of variant b.
The same is true for the attestation of variant c
and another part of the attestation of variant b.

imperfect coherence
Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12
In order to mirror

the different genealogical coherencies
the attestation of variant b is split into two parts,

and they are assigned to two instances of b (b1 and b2)
which coincidentally have the same wording –

a case of multiple emergence of a variant
and different source variants.

Contents | Index
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In the attestation of variant b witness 6 and witness 8 are
derived frfrf om their respective potentia

Yet, neither witness 5 nor witn
have potential ancestors within this

Genealogical coherence in this attestatio
Closely related potential ancestors of witne

must be looked fofof r outside the attestatio

In this case, however, witness 7 would be
derived frfrf om witness 9.

There is genealogical coherence
between the attestation of variant a and

a part of the attestation of variant b.
The same is trurur e fofof r the attestation of variant c
and another part of the attestation of variant b.

imperfect coherence
Genealogical coherence at variant passages

variant a

variant b

witnesses

witnesses

1 2 3 4

5 6 7 8

variant c witnesses 9         10        11        12

Contents | Index

In order to mirror
the different genealogical coherencies

the attestation of variant b is split into two parts,
and they are assigned to two instances of b (b1 and b2)

which coincidentally have the same wording –
a case of multiple emergence of a variant

and different source variants.

Assuming that variant c emerged
from variant a,

the local stemma of variants is:

 a

b1              c

b2
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Genealogical coherence at variant passages

1 2 3 4

5 6 7 8

9         10        11        12

Analysis of genealogical coherence
helps to assess multiple origins of variants

and find their potential sources.

The result can be displayed graphically:

textual flow diagrams

For instance
a case of imperfect coherence …

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence

Contents | Index

This is the textual flow diagram for the attestation of variant b.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

a tw merei toutw c tw merei toutou
d toutw tw mereim m r

e tw merei toutw h tw onomati toutw

inside the box the attestation of variant b

imperfect coherence
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e    tw merei toutw h tw onomati toutwe tw merei toutw h tw onomati toutw

1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

inside the box the attestation of variant b

outside the box possible sources at the same variant passage
(e.g. "a: 424" means "variant a, witness 424")

imperfect coherence

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

Gregory-Aland number without addition:
The ancestor is the most closely related one.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



e    tw merei toutw h tw onomati toutwe tw merei toutw h tw onomati toutw

1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

If the most closely related ancestor
cannot be found in the same attestation,

this usually reveals contamination,
as in this case,

cf. the stemmatic ancestors of 1611.

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

Gregory-Aland number without addition:
The ancestor is the most closely related one.

imperfect coherence
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e    tw merei toutw h tw onomati toutwe

1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw m

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

Gregory-Aland number without addition:
The ancestor is the most closely related one.
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e    tw merei toutw h tw onomati toutwe

1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw m

A number after a slash indicates the rank of the ancestor:
1832 is second most closely related potential ancestor of 1611.

Gregory-Aland number without addition:
The ancestor is the most closely related one.

As in graph theory, the lines connecting nodes
(in this case witnesses) are called edges.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

Connectivity set to 10:
If not one of the 10 most closely related potential ancestors

of a witness is found in the same attestation,
the programme searches for them in the attestations of the other variants.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

"10" is a default value and can be replaced
with a user defined value.

When variants are assumed to have emerged very often,
a lower value should be chosen.

In order to find also more distant potential ancestors
higher values may be suitable when variants are assumed

to have arisen only once.

imperfect coherence

Connectivity set to 10:
If not one of the 10 most closely related potential ancestors

of a witness is found in the same attestation,
the programme searches for them in the attestations of the other variants.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

The witnesses of variant b
are divided into 10 sets,

and there is no sufficient coherence
between members of distinct sets.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

There are 4 most closely related
potential ancestors of these sets, and

they all witness to variant a.

imperfect coherence

The witnesses of variant b
are divided into 10 sets,

and there is no sufficient coherence
between members of distinct sets.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

The resulting hypothesis: multiple genesis of variant b based on variant a.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

The resulting hypothesis: multiple genesis of variant b based on variant a.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.

Even if variant b was the original, variant b must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.

Compare these textual flow diagrams …
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence
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Hypothesis: Variant a
is the initial text.
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imperfect coherence

Contents | Index

Hypothesis: Variant a
is the initial text.

 … and the textual flow diagram for variant b as initial text … 
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imperfect coherence

Hypothesis: Variant b is the initial text.

Hypothesis: Variant a
is the initial text.
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imperfect coherence

multiple origins

Contents | Index

Hypothesis: Variant b is the initial text.

Hypothesis: Variant a
is the initial text.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

The resulting hypothesis: multiple genesis of variant b based on variant a.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence

Contents | Index

The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.

Even if variant b was the original, variant b must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

a tw merei toutw c tw merei toutou
d toutw tw merei

The resulting hypothesis: multiple genesis of variant b based on variant a.

e    tw merei toutw h tw onomati toutw
m m r

e tw merei toutw h tw onomati toutw

imperfect coherence

Contents | Index

The editors of the Editio Critica Maior consider variant a to be the more difficult reading
and assume that variant b has developed from variant a.

Even if variant b was the original, variant b must have been derived several times
from variant a coincidentally. Variant b remains a case of multiple origins.

Cf. Mink (2004), 43-45 for this issue.
(The diagram shown there is based

on the genealogical data for James and
the pre-genealogical data for 1 Peter, cf. ibid. 41-42.
Therefore it differs from the diagram presented here.)
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

b tw onomati toutw
c tw merei toutou
d toutw tw merei

e tw merei toutw h tw onomati toutw

perfect coherence

Contrary to the last example
there is perfect coherence

within the attestation of variant a.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

b tw onomati toutw
c tw merei toutou
d toutw tw merei

e tw merei toutw h tw onomati toutw

perfect coherence

Contrary to the last example
there is perfect coherence

within the attestation of variant a.

Nearly all descendants are connected
to their most closely related ancestor.

Only 3 descendants are joined
with other very close relatives.

Continue in order to see the right part …
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

b tw onomati toutw
c tw merei toutou
d toutw tw merei

e tw merei toutw h tw onomati toutw

Nearly all descendants are connected
to their most closely related ancestor.

Only 3 descendants are joined
with other very close relatives.
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

b tw onomati toutw
c tw merei toutou
d toutw tw merei

e tw merei toutw h tw onomati toutw

Nearly all descendants are connected
to their most closely related ancestor.

Only 3 descendants are joined
with other very close relatives.
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In case of lectio difficilior, perfect coherence must be expected.
Multiple emergence of variant a would invalidate this argument.
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pre-genealogical                     genealogical

Coherence

Pre-genealogical coherence is based
on the agreement between witnesses.

Its strength is determined
by the proportion of agreements

between the witnesses compared.
Pre-genealogical coherence

has no genealogical direction.

Contents | Index

Genealogical coherence is based
on agreements and

the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction

between the witnesses compared.
The proportion of agreements
determines the strength of the

genealogical coherence.
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Genealogical coherence is based
on agreements and

the genealogical relationship
of diverging variants of witnesses.

The proportion of prior variants
determines the genealogical direction

between the witnesses compared.
The proportion of agreements
determines the strength of the

genealogical coherence.

pre-genealogical                     genealogical

Coherence

Pre-genealogical coherence is based
on the agreement between witnesses.

Its strength is determined
by the proportion of agreements

between the witnesses compared.
Pre-genealogical coherence

has no genealogical direction.

Excursus:
Values determining coherence

How to evaluate the relevant data

Contents | Index
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Coherence may be assessed as strong or weak or appropriate.
What is the criterion for rating coherence?

Let us start with genealogical coherence
and then switch to pre-genealogical coherence

in order to recognize the limitations of the latter.

Excursus:
Values determining coherence

Coherence

Contents | Index
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Data relevant for assessing genealogical coherence is provided
in tables containing the potential ancestors of a given witness.

(Cf. the "Potential ancestors" module
of the "Genealogical Queries" program.)

Genealogical coherence

What do such tables show?

Excursus:
Values determining coherence

Contents | Index
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for instance: potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

potential ancestors of 025
(025 = W(itness)1)

Explanation of the fields

Excursus:
Values determining coherence

Contents | Index
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Tables like this one include
some witnesses (W2) which are

neither potential ancestors
nor potential descendants

for there is no genealogical direction
between the witnesses compared.

It is indicated by "-"
in the "D(irection)" field.

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

The rank number is 0
if there is no genealogical direction

between the witnesses compared
 or if a witness is too fragmented.

In the latter case it is indicated
by ">" in the "D(irection)" field

if the witness (W2)
qualifies as potential ancestor
(because of the direction of

the genealogical relationship).

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

The rank number is 0
if there is no genealogical direction

between the witnesses compared
 or if a witness is too fragmented.

In the latter case it is indicated
by ">" in the "D(irection)" field

if the witness (W2)
qualifies as potential ancestor
(because of the direction of

the genealogical relationship).

Smaller fragments have virtually no chance
to become ancestors in an optimal substemma
(i) because the more fragmented a witness is

the less one can estimate which the relationship
would be if the entire witness were preserved, and

(ii) because the number of ancestors
in an optimal substemma must be as small as possible.

Therefore the chance of smaller fragments
being one of these ancestors is very little.

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. decendant
unclear passages

no relation

The rank number is 0
if there is no genealogical direction

between the witnesses compared
 or if a witness is too fragmented.

In the latter case it is indicated
by ">" in the "D(irection)" field

if the witness (W2)
qualifies as potential ancestor
(because of the direction of

the genealogical relationship).

Smaller fragments have virtually no chance
to become ancestors in an optimal substemma
(i) because the more fragmented a witness is

the less one can estimate which the relationship
would be if the entire witness were preserved, and

(ii) because the number of ancestors
in an optimal substemma must be as small as possible.

Therefore the chance of smaller fragments
being one of these ancestors is very little.

In order to focus on the essential witnesses
from now on smaller fragments are excluded.

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

The total of variant passages
in the Catholic Letters is 3046.

025 is fragmented and
contains 2681 of them.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

A witness qualifies as potential ancestor
if it supports more prior variants

than the witness compared.
Thus, the direction

of the predominant textual flow
is determined.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

Contents | Index
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

A witness qualifies as potential ancestor
if it supports more prior variants

than the witness compared.
Thus, the direction

of the predominant textual flow
is determined.

number

percentage of agreements

number of agreements

oth witnesses

r

escendant

The difference of these values
is significant for the stability of
the direction of the textual flow.

Small difference:
The direction may be inverted

if textual decisions or
local stemmata of variants change.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation

Explanation of the fields

UNCL: At the present stage of work
it is unclear which is the source at these passages.

In some cases it may be impossible
to make a decision.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence
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Explanation of the fields

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation
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Explanation of the fields

At these passages, in a local stemma there is no relation
between the variants in the witnesses compared

because they are in different branches of the stemma.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation
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Explanation of the fields

The fields showing the potential ancestors
and the percentage of agreements

are particularly significant.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation
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Explanation of the fields

The fields showing the potential ancestors
and the percentage of agreements

are particularly significant.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

The potential ancestors provide information
about possible sources of contamination.

From the percentage of agreements
we can infer the distance

to the most closely related ancestors
and whether agreements may be

genealogically relevant or coincidental.

The information from both fields profiles
the individual character of a descendant.

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation
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Explanation of the fields

The fields showing the potential ancestors
and the percentage of agreements

are particularly significant.

potential ancestors of 025
(025 = W(itness)1)

Excursus:
Values determining coherence

The potential ancestors provide information
about possible sources of contamination.

From the percentage of agreements
we can infer the distance

to the most closely related ancestors
and whether agreements may be

genealogically relevant or coincidental.

The information from both fields profiles
the individual character of a descendant.

Please compare the following examples
and observe the differences …

W(itness)2: potential ancestor 

rank number

percentage of agreements

number of agreements

number of passages common to both witnesses

prior variants in the pot. ancestor

prior variants in the pot. descendant
unclear passages

no relation
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potential ancestors of

04 35 018

025

01 1661

323
Please observe

the different mixtures
of potential ancestors

and the different
starting values
and decrease
of agreement
percentages.

Excursus:
Values determining coherence

Contents | Index
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potential ancestors of

04 35 018

025

01 1661

323
For instance

04 …

Excursus:
Values determining coherence

Contents | Index
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potential ancestors of

04

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.

Between the agreement percentage of A
and of the following witness there is a greater gap

(more than 2 percentage points).
No very closely related relative is extant.

The list is short.

Cf. other examples: 1739 and 03 …

Excursus:
Values determining coherence

Contents | Index
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potential ancestors of

04

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.

Between the agreement percentage of A
and of the following witness there is a greater gap

(more than 2 percentage points).
No very closely related relative is extant.

The list is short.

Cf. other examples: 1739 and 03 …

1739 03
In the case of 03,
the list is extremely short.
There is no potential ancestor but A.

Excursus:
Values determining coherence

Contents | Index
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potential ancestors of

04

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by non-Byzantine witnesses only.

Between the agreement percentage of A
and of the following witness there is a greater gap

(more than 2 percentage points).
No very closely related relative is extant.

The list is short.

Cf. other examples: 1739 and 03 …

1739 03
In the case of 03,
the list is extremely short.
There is no potential ancestor but A.

These are witnesses
with a high proportion of old text.

Excursus:
Values determining coherence

Contents | Index
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potential ancestors of

04 35 018

025

01 1661

323
For instance

025 …

Excursus:
Values determining coherence

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



potential ancestors of

025

Excursus:
Values determining coherence

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by a witness

with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness

and of the following one there is a greater gap
(more than 2 percentage points).

The next potential ancestors
are non-Byzantine witnesses only

No very closely related relative is extant.
The list is short.

Cf. another very similar example: 468 …

Contents | Index
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Excursus:
Values determining coherence

potential ancestors of

025

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by a witness

with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness

and of the following one there is a greater gap
(more than 2 percentage points).

The next potential ancestors
are non-Byzantine witnesses only

No very closely related relative is extant.
The list is short.

Cf. another very similar example: 468 …

468 The distance to the non-Byzantine
witnesses 1739 and 04 is greater in this case.
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Excursus:
Values determining coherence

potential ancestors of

025

The typical features of this table:
A is the most closely related potential ancestor

in the range above 92% agreement.
A is followed by a witness

with a considerable proportion of Byzantine variants.
Between the agreement percentage of this witness

and of the following one there is a greater gap
(more than 2 percentage points).

The next potential ancestors
are non-Byzantine witnesses only

No very closely related relative is extant.
The list is short.

Cf. another very similar example: 468 …

468

These are witnesses
with a high proportion of old text.

The proportion of Byzantine variants
is considerable.

The distance to the non-Byzantine
witnesses 1739 and 04 is greater in this case.
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potential ancestors of

04 35 018

025

01 1661

323
For instance

323 …

Excursus:
Values determining coherence
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potential ancestors of

323

The typical features of this table:
There is a very closely related non-Byzantine ancestor.

The value of agreements with A
is more than 3 percentage points less.

Its agreement is comparable to the level
shown in the tables of 04, 025 or 468.

After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses

in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 …
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potential ancestors of

323

945 2298

The typical features of this table:
There is a very closely related non-Byzantine ancestor.

The value of agreements with A
is more than 3 percentage points less.

Its agreement is comparable to the level
shown in the tables of 04, 025 or 468.

After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses

in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 …
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potential ancestors of

323

945 2298

These witnesses share their variants
with non-Byzantine and Byzantine

witnesses. The non-Byzantine
influence clearly prevails.

The typical features of this table:
There is a very closely related non-Byzantine ancestor.

The value of agreements with A
is more than 3 percentage points less.

Its agreement is comparable to the level
shown in the tables of 04, 025 or 468.

After a gap of more than 2 percentage points
there is a mix of 04 and different Byzantine witnesses

in the 89% range. The list is short.

The profile of ancestry is similar in some witnesses
like 945, 2298 …
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potential ancestors of

04 35 018

025

01 1661

323
For instance

01 …

Excursus:
Values determining coherence
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potential ancestors of

01 The typical features of this table:
This list is rather long (44 potential ancestors).
A clearly is the most closely related ancestor.

But the percentage of agreement with A is less
than what we found in the tables

for 04, 1739, 03, 025, 486, 945 or 2298.
The percentage in the 03 line decreases considerably.

That is also true for the 81 line.
Then we see a dense field of relatively distant

potential ancestors showing various kinds of text.

Excursus:
Values determining coherence
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Excursus:
Values determining coherence

potential ancestors of

01 The typical features of this table:
This list is rather long (44 potential ancestors).
A clearly is the most closely related ancestor.

But the percentage of agreement with A is less
than what we found in the tables

for 04, 1739, 03, 025, 486, 945 or 2298.
The percentage in the 03 line decreases considerably.

That is also true for the 81 line.
Then we see a dense field of relatively distant

potential ancestors showing various kinds of text.

The great distance
to the most closely related potential ancestor

is due to a great amount of particular variants in 01.
Closely related potential ancestors sharing

some of these variants may have existed and be lost.
Thus, the preserved closest potential ancestors of 01

are rather distant and they are in the same range
of agreement percentages

where coincidental agreement may be considered.
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potential ancestors of

04 35 018

025

01 1661

323
For instance

35 …

Excursus:
Values determining coherence
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potential ancestors of

35
The typical features of this table:

The agreement with A is comparable to the level
shown in the tables of 04, 025, 468, 323, 945 or 2298.
But there are very closely related potential ancestors

in the 95% range. They are witnesses of the Byzantine text. 
After the 025 line only non-Byzantine witnesses

are presented.

Excursus:
Values determining coherence
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potential ancestors of

35
The typical features of this table:

The agreement with A is comparable to the level
shown in the tables of 04, 025, 468, 323, 945 or 2298.
But there are very closely related potential ancestors

in the 95% range. They are witnesses of the Byzantine text. 
After the 025 line only non-Byzantine witnesses

are presented.

468 When we compare the list for 35 with that for 468,
we clearly see the difference:

Contrary to 468, 35 has potential ancestors with
Byzantine text.

Excursus:
Values determining coherence
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potential ancestors of

04 35 018

025

01 1661

323
For instance

018 …

Excursus:
Values determining coherence
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potential ancestors of

018

35

468 The typical features of this table are obvious
when we compare it to those for 468 and 35:

There is a great number of potential ancestors 
which, compared with A, are more closely related to 018.

They all are witnesses of the Byzantine text.
Yet, the distance of 018 to A is

only slightly greater than that of 468 and 35.
In all cases, the non-Byzantine witnesses are found

at the end of the list. 

Excursus:
Values determining coherence
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potential ancestors of

018

35

468

In 018, more Byzantine variants
have accumulated than in 468 or 35.

Excursus:
Values determining coherence

The typical features of this table are obvious
when we compare it to those for 468 and 35:

There is a great number of potential ancestors 
which, compared with A, are more closely related to 018.

They all are witnesses of the Byzantine text.
Yet, the distance of 018 to A is

only slightly greater than that of 468 and 35.
In all cases, the non-Byzantine witnesses are found

at the end of the list. 
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Excursus:
Values determining coherence

potential ancestors of

04 35 018

025

01 1661

323
For instance

1661 …
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potential ancestors of

1661

The typical features of this table are:
1661 is very similar to its most closely related

potential ancestor 996.
Both show a very great distance to the witness

with rank number 2, more than 7 percentage points.
Then a very dense bulk of Byzantine witnesses follows.

The whole list comprises 119 potential ancestors.

Excursus:
Values determining coherence
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potential ancestors of

1661

The typical features of this table are:
1661 is very similar to its most closely related

potential ancestor 996.
Both show a very great distance to the witness

with rank number 2, more than 7 percentage points.
Then a very dense bulk of Byzantine witnesses follows.

The whole list comprises 119 potential ancestors.

996 and 1661 are a pair of witnesses
sharing a lot of peculiar variants.
The basis of the text is, however,

clearly Byzantine.

Excursus:
Values determining coherence
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Which percentage of agreement is high or low?

These values may show the range
we find in the material collated for the Catholic Letters:

maximum: 99.1 % agreement between 614 and 2412 (27 disagreements)
minimum: 77.9 % agreement between 1241 and 1838 (624 disagreements)

average agreement: 87.6 %

Excursus:
Values determining coherence
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Excursus:
Values determining coherence

potential ancestors of

04 35 018

025

01 1661

323
The agreement values

fall below average
(87.6 %)

at different positions
in the tables of

potential ancestors
(cf. the red lines).
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Excursus:
Values determining coherence

potential ancestors of

04 35 018

025

01 1661

323
The agreement values

fall below average
(87.6 %)

at different positions
in the tables of

potential ancestors
(cf. the red lines).

Let us compare
01 and 018.
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Excursus:
Values determining coherence
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Excursus:
Values determining coherence

Aditionally, the list of potential descendants is shown.
Thus, we see where in this list agreements fall below the 87% level.
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There would be more closely related witnesses
if more manuscripts from the 1st millennium,

especially from the early centuries, were preserved.

Excursus:
Values determining coherence
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Excursus:
Values determining coherence
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There are far more close relatives, but in these
tables their number is limited, because Byzantine

witnesses are included only if they have been
selected for the ECM.

Excursus:
Values determining coherence
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Excursus:
Values determining coherence
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What is the reason
for the different positions

of the 87% range in these tables?

Excursus:
Values determining coherence
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?
Excursus:

Values determining coherence
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? The genealogical
environment of 018
is well documented.

Excursus:
Values determining coherence
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?
1. The closer genealogical

environment of 01 is
completely lost.

The genealogical
environment of 018
is well documented.

Excursus:
Values determining coherence
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?
1. The closer genealogical

environment of 01 is
completely lost.

The genealogical
environment of 018
is well documented.

2. If a witness reads a high
proportion of particular variants

not shared with any other witness,
the distance to all of them increases.

This applies to 01
(89 particular variants, 3 %).

Excursus:
Values determining coherence
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?
1. The closer genealogical

environment of 01 is
completely lost.

The genealogical
environment of 018
is well documented.

018:
12 particular variants, 0.4 %

Excursus:
Values determining coherence

2. If a witness reads a high
proportion of particular variants

not shared with any other witness,
the distance to all of them increases.

This applies to 01
(89 particular variants, 3 %).
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What is the difference between the 87 % of agreement with 01 and the 87 %
of agreement with 018?     Is there any difference in quality?

Excursus:
Values determining coherence

i. Because all closer relatives of 01 are lost, traces of the genealogical
environment can be found only in more distant relatives.

ii. In the case of 018, the agreements with 945 (87.29 %) are covered
by the agreements with more closely related witnesses.

iii. In the case of 01, we do not know these more closely related
witnesses. We have no choice but to draw on 03 agreeing at 87 %.

iv. In the case of 018, we can assess to what extent the genealogical
environment is mirrored in the distant relative 945.

v. In the case of 01 compared with 03, the assessment is restricted
and non-coincidental agreement could be ascertained only if there
were numerous exclusive agreements of 01 and 03 (actually there
is only one in the Catholic Letters), or if we frequently find them in
small attestations of variants which are unlikely to have emerged
twice.
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Consequences

If we assess the degree of coincidence of agreement with a potential
ancestor, we must pay attention to:

     i. the rank number of the ancestor
     ii. the percentage of over-all agreement
     iii. the proportion of particular variants

The proportion of particular variants must be observed because it
increases the distance to the closest relatives.
The individual variants which are shared with other witnesses only
by coincidence play a similar role.

Excursus:
Values determining coherence
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If we assess the degree of coincidence of agreement with a potential
ancestor, we must pay attention to:

     i. the rank number of the ancestor
     ii. the percentage of over-all agreement
     iii. the proportion of particular variants

The proportion of particular variants must be observed because it
increases the distance to the closest relatives.
The individual variants which are shared with other witnesses only
by coincidence play a similar role.

Consequences

Excursus:
Values determining coherence

Contents | Index

For the quality of coherence values,
cf. Mink (2004), especially 32.
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Data relevant for assessing pre-genealogical coherence is provided
in tables containing the number and percentage of agreements

found in each pair of witnesses.

These values allow for statements
on how close or distant relationships between witnesses are,

i.e. on the strength of pre-genealogical coherence.
There is no information on the genealogical direction

of relationships.

Limitations of pre-genealogical coherence

Excursus:
Values determining coherence
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This is the top
of the table for witness 323

showing the witnesses compared
and the corresponding

percentages of agreement.

We cannot see
whether these witnesses are

potential ancestors or descendants.

Excursus:
Values determining coherence
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This is the top
of the table for witness 323

showing the witnesses compared
and the corresponding

percentages of agreement.

We cannot see
whether these witnesses are

potential ancestors or descendants.

Please compare the list
of potential ancestors.

Excursus:
Values determining coherence
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This is the top
of the table for witness 323

showing the witnesses compared
and the corresponding

percentages of agreement.

We cannot see
whether these witnesses are

potential ancestors or descendants.

Please compare the list
of potential ancestors.

Not only information
on genealogical directions

is missing,
but all genealogically

relevant data.
Excursus:

Values determining coherence
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This is the top
of the table for witness 323

showing the witnesses compared
and the corresponding

percentages of agreement.

Not only information
on genealogical directions

is missing,
but all genealogically

relevant data.
Excursus:

Values determining coherence
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This is the top
of the table for witness 323

showing the witnesses compared
and the corresponding

percentages of agreement.

Not only information
on genealogical directions

is missing,
but all genealogically

relevant data.
Contents | Index

End of the excursus:

Values determining coherence
How to evaluate the relevant data
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The following examples show
the different application and use

of pre-genealogical and genealogical data.

In each case
first the analysis is based on pre-genealogical data,

after which genealogical data will be included.
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The following examples show
the different application and use

of pre-genealogical and genealogical data.

In each case
first the analysis is based on pre-genealogical data,

after which genealogical data will be included.

The pre-genealocical and genealogical data used rests upon
the entire corpus of the Catholic Letters (not upon single writings).

When agreements with a given witness are checked
or potential ancestors are searched for,

smaller fragments are excluded.
Smaller fragments are those which share less than 50%

of the variant places in the given witness.
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Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

Here we see the primary line text
as found in the Editio Critica Maior

and the relevant variants.
(Variant c only is documented

in patristic quotations.
The witness of variant e is a lectionary.

Lectionaries are not included.)
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Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting oun or goun?

It cannot be decided on internal grounds.
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Which is the source variant of variant d?

Did it derive from variant a or b,
omitting oun or goun?

It cannot be decided on internal grounds.

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

First of all pre-genealogical coherence
between the witnesses of variant d

has to be checked.
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agreements with 1881
(excluding smaller fragments)

%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

36 lines
omitted
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agreements with 1881
(excluding smaller fragments)

2541    84.684 %

%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

36 lines
omitted

Pre-genealogical coherence
between 1881 and 2541

is weak.
Multiple origins for variant d

is probable.
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agreements with 1881
(excluding smaller fragments)

%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

36 lines
omittedNow pre-genealogical coherence

between the witnesses of variant d
and the witnesses of variant b

will be checked.
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agreements with 1881
(excluding smaller fragments)

%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

32 lines
omitted

38 lines
omitted

2652    84.833 %

2147    83.783 %

Pre-genealogical coherence
between 1881 and the witnesses

 of variant b is weak.
None of the next relatives

reads variant b.
Variant b probably is not

the source variant
of the variant in 1881.
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%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

agreements with 2541
(excluding smaller fragments)

The same procedure is applied
for checking pre-genealogical coherence

between 2541 and the witnesses of variant b. 18 lines
omitted

58 lines
omitted
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%
a
g
r
e
e
m
e
n
t

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

agreements with 2541
(excluding smaller fragments)

18 lines
omitted

58 lines
omitted2652    86.398 %

2147    85.092 %

Pre-genealogical coherence
between 2541 and the witnesses

 of variant b is weak too.
None of the closest relatives

reads variant b.
Variant b probably is not

the source variant
of the variant in 2541.
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Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

agreements with 2541
(excluding smaller fragments)

Relatives of both, 1881 and 2541,
with higher values of agreement

read variant a.

agreements with 1881
(excluding smaller fragments)

yz

%
a
g
r
e
e
m
e
n
t
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local stemma

Pre-genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

Due to pre-genealogical coherence,
the local stemma must show

variant d to be derived from variant a.

The weak pre-genealogical coherence
between the witnesses of variant d and variant b
allows for deriving variant b only from variant a.
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

In order to assess
genealogical coherence

let us first have a look at the table
which contains some basic information

on the potential ancestors of 1881.
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

potential ancestors of 1881
(excluding smaller fragments)

Among the potential ancestors 
(without regarding smaller fragments)

1739 most frequently agrees with 1881.
1739 reads variant a.

None of the potential ancestors shown
reads variant b.
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

Among the potential ancestors 
(without regarding smaller fragments)

1739 most frequently agrees with 1881.
1739 reads variant a.

None of the potential ancestors shown
reads variant b.

potential ancestors of 1881
(excluding smaller fragments)

1739 shows 117 variants
prior to the respective variants in 1881.

1881 reads only 22 variants
prior to the respective variants in 1739.

Thus, the textual flow from 1739 to 1881 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.
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Among the potential ancestors 
(without regarding smaller fragments)

1739 most frequently agrees with 1881.
1739 reads variant a.

None of the potential ancestors shown
reads variant b.

Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

potential ancestors of 1881
(excluding smaller fragments)

1739 shows 117 variants
prior to the respective variants in 1881.

1881 reads only 22 variants
prior to the respective variants in 1739.

Thus, the textual flow from 1739 to 1881 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

Co-witness 2541 is potential ancestor of 1881 too. Yet its rank number is 57!
Thus, there is no adequate genealogical coherence.
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

Among the potential ancestors 
(without regarding smaller fragments)
436 most frequently agrees with 2541.

436 reads variant a.

potential ancestors of 2541
(excluding smaller fragments)
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

Among the potential ancestors 
(without regarding smaller fragments)
436 most frequently agrees with 2541.

436 reads variant a.

potential ancestors of 2541
(excluding smaller fragments)

436 shows 34 variants
prior to the respective variants in 2541.

2541 reads 29 variants
prior to the respective variants in 436.
Here the difference is not as distinct

as in the case of 1739 and 1881.
The direction of textual flow may invert

if some local stemmata of variants change.
In this case, A or 218 would take the place of 436.Contents | Index
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

potential ancestors of 2541potential ancestors of 1881

The analysis of genealogical coherence
results in this textual flow diagram for variant d:
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

potential ancestors of 2541potential ancestors of 1881

The strongest genealogical coherencies suggest
that variant d has developed twice

when witnesses of variant a were copied.
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Genealogical coherence

a   apoqemenoi oun 122 witnesses including Byz
b   apoqemenoi goun 2147. 2652.

d   apoqemenoi 1881. 2541.

1Pt 2,1/2-4 apoqemenoi oun pasan kakian

?
?

potential ancestors of 2541potential ancestors of 1881

The appropriate local stemma
of variants is:
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Pre-genealogical coherence

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

Another example ...

Contents | Index
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting ton th" eleuqeria" or  th" eleuqeria"?

It cannot be decided on internal grounds.
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Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting ton th" eleuqeria" or  th" eleuqeria"?

It cannot be decided on internal grounds. First of all pre-genealogical coherence
between the witness of variant d

and the witnesses of variant a and variant b
is checked.

Where are the closest relatives?
Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 1875
(excluding smaller fragments)

All close relatives of 1875 read variant a,
none of them variant b.

It is a reasonable assumption
that variant d derives from variant a.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

And which is the source variant of variant c?

Did it derive from variant a or b,
omitting teleion ton or  teleion?

It too cannot be decided on internal grounds.

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

And which is the source variant of variant c?

Did it derive from variant a or b,
omitting teleion ton or  teleion?

It too cannot be decided on internal grounds.

First pre-genealogical coherence
between the witnesses of variant c

is checked.

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence
%
a
g
r
e
e
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n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(excluding smaller fragments)

26 lines
omitted

46 lines
omitted
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(excluding smaller fragments)

26 lines
omitted

46 lines
omitted

Pre-genealogical coherence between 398
and the other witnesses of variant c

is weak.
Multiple origins for variant c

is probable.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(excluding smaller fragments)

26 lines
omitted

46 lines
omitted

Did variant c emerge
two times or three times?

Pre-genealogical coherence
between 996 and 1661

must be checked.

Pre-genealogical coherence between 398
and the other witnesses of variant c

is weak.
Multiple origins for variant c

is probable.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 996
(excluding smaller fragments)
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 996
(excluding smaller fragments)

1661 is the closest relative of 996.
Pre-genealogical coherence is very strong

(97.205 % agreement).
Best hypothesis: The variant emerged twice.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

At any rate, close relatives of the witnesses of variant c
can be found only in the attestation of variant a.

Contents | Index

Lectionaries
are not included.
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26 lines
omitted

46 lines
omitted

Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

%
a
g
r
e
e
m
e
n
t

agreements with 398
(excluding smaller fragments)

Please compare the closest relatives of 398 …

a"

Byz
4 2774.

At any rate, close relatives of the witnesses of variant c
can be found only in the attestation of variant a.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Please compare the closest relatives of 398, 996 …

agreements with 996
(excluding smaller fragments)

a"

Byz
2774.

At any rate, close relatives of the witnesses of variant c
can be found only in the attestation of variant a.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Please compare the closest relatives of 398, 996 and 1661.

agreements with 1661
(excluding smaller fragments)

a"

Byz
2774.

At any rate, close relatives of the witnesses of variant c
can be found only in the attestation of variant a.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

At any rate, close relatives of the witnesses of variant c
can be found only in the attestation  of variant a.

Therefore, it is a reasonable assumption
that variant c derives from variant a.

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemmaJudging from pre-genealogical coherence,
 in the local stemma of variants

both variant c and variant d
must be derived from variant a.

The weak pre-genealogical coherence
between the attestations of the variants b, c and d
allows for deriving them all alone from variant a.

Contents | Index

Lectionaries
are not included.
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Lectionaries
are not included.

Judging from pre-genealogical coherence,
 in the local stemma of variants

both variant c and variant d
must be derived from variant a.

The weak pre-genealogical coherence
between the attestations of the variants b, c and d
allows for deriving them all alone from variant a.

Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemma

Lectionaries
are not included.

Judging frfrf om pre-genealogical coherence,
in the local stemma of variants
both variant c and variant d

must be derived frfrf om variant a.

The weak pre-genealogical coherence
between the attestations of the variants b, c and d
allows fofof r deriving them all alone frfrf om variant a.

Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a teleion ton th" eleuqeria" 142 witnesses including Byz
b teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c th" eleuqeria" 996.

d teleion 1875.

??

?
1661.398.

local stemma

Excursus:
Using data for individual writings

In this presentation coherence is based on data
resulting from the comparison of witnesses in the Catholic Letters.

Smaller fragments have been excluded.
What happens when we use data for an individual writing only

and allow for fragments containing, in this case, most of James?
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

26 lines
omitted

46 lines
omitted please compare the data

for the Catholic Letters
25 lines
omitted

45 lines
omitted
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

26 lines
omitted

46 lines
omitted please compare the data

for the Catholic Letters

Differences result from
(i) more witnesses being collated in James,

(ii) fragments being included
(some may contain not all Catholic Letters

but comprise a great deal of James),
(iii) changing textual character of witnesses in individual writings.

25 lines
omitted

45 lines
omitted
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

26 lines
omitted

46 lines
omitted please compare the data

for the Catholic Letters

Please use the "Comparison of Witnesses" module
in the "Genealogical Queries" program

in order to find changing textual character.

25 lines
omitted

45 lines
omitted

Differences result from
(i) more witnesses being collated in James,

(ii) fragments being included
(some may contain not all Catholic Letters

but comprise a great deal of James),
(iii) changing textual character of witnesses in individual writings.
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Pre-genealogical coherence
%
a
g
r
e
e
m
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t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Pre-genealogical coherence between 398
and the other witnesses of variant c

remains weak.
Multiple origins for variant c

is probable.

agreements with 398
(data for James only,

excluding smaller fragments)

45 lines
omitted

25 lines
omitted

Excursus: Using data
for individual writings
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 996
(data for James only,

excluding smaller fragments)

1661 remains the closest relative of 996.
Pre-genealogical coherence is very strong.

Best hypothesis: The variant emerged twice.

Excursus: Using data
for individual writings
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Pre-genealogical coherence
%
a
g
r
e
e
m
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n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 996
(data for James only,

excluding smaller fragments)

All close relatives of 996
and, accordingly, those of 1661

read variant a.
So far, the result is the same

as one based on data
for the entire Catholic Letters.

Excursus: Using data
for individual writings
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Pre-genealogical coherence
%
a
g
r
e
e
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t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 996
(data for James only,

excluding smaller fragments)

Is the same true for 398?

Excursus: Using data
for individual writings

All close relatives of 996
and, accordingly, those of 1661

read variant a.
So far, the result is the same

as one based on data
for the entire Catholic Letters.
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted

26 lines
omitted

46 lines
omitted

data for James

data for the Catholic Letters
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted

26 lines
omitted

46 lines
omitted

data for James

data for the Catholic Letters

In James only,
197 is the closest relative of 398.
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Pre-genealogical coherence
%
a
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t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted197 witnesses to variant b.

Excursus: Using data
for individual writings

In James only,
197 is the closest relative of 398.
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Pre-genealogical coherence
%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted

197 witnesses to variant b.

Thus, one could consider dual emergence of variant c
from two different variants.

Excursus: Using data
for individual writings

In James only,
197 is the closest relative of 398.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Thus, one could consider dual emergence of variant c
from two different variants.

local stemma

Excursus: Using data
for individual writings

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

In this case, there would be two variants,
c1 and c2,

and the attestation would be split accordingly.

local stemma

Excursus: Using data
for individual writings

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemmalocal stemma

based on data
for the entire Catholic Letters

based on data
for James only

Excursus: Using data
for individual writings

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemmalocal stemma

based on data
for the entire Catholic Letters

based on data
for James only

Which local stemma
should be preferred?

Excursus: Using data
for individual writings

Contents | Index

Lectionaries
are not included.
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Excursus: Using data
for individual writings Pre-genealogical coherence

%
a
g
r
e
e
m
e
n
t

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

agreements with 398
(data for James only,

excluding smaller fragments)

25 lines
omitted

45 lines
omitted

26 lines
omitted

46 lines
omitted

data for James

data for the Catholic Letters

Depending on which data is used,
424 (variant a) or 197 (variant b)

is the next relative of 398.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

In 398 and 424 nearly the entire text of the Catholic Letters has been preserved.
At 3030 of 3046 variant passages in the Catholic Letters their variants can be checked.

197 is fragmentary. There are only 570 variant passages (all in James)
where 197 and 398 can be compared.

In James alone 398 and 424 have text at 761 variant passages.

Excursus: Using data
for individual writings

Depending on which data is used,
424 (variant a) or 197 (variant b)

is the next relative of 398.

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

In 398 and 424 nearly the entire text of the Catholic Letters has been preserved.
At 3030 of 3046 variant passages in the Catholic Letters their variants can be checked.

197 is fragmentary. There are only 570 variant passages (all in James)
where 197 and 398 can be compared.

In James alone 398 and 424 have text at 761 variant passages.

It is not possible to extrapolate
values for the entire Catholic Letters

from badly fragmented witnesses
even if James is preserved to this extent.

Thus, 197 and 424 cannot be treated equally.

A witness like 197
should only be included in coherence analysis

if there are variants which strongly argue
for closer coherence between – in this case –

197 and 398.

Excursus: Using data
for individual writings

Depending on which data is used,
424 (variant a) or 197 (variant b)

is the next relative of 398.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemmalocal stemma

based on data
for the entire Catholic Letters

based on data
for James only

local stemma

based on data
fofof r James only

This local stemma
should be preferred.

Excursus: Using data
for individual writings

Contents | Index

Lectionaries
are not included.
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Pre-genealogical coherence

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

local stemma
End of the Excursus:

Using data for individual writings

All of the following analyses will again be based
on data resulting from all of the Catholic Letters.

After the analysis of pre-gnealogical coherence at Jas 1,25/12-18,
the genealogical view will now be presented.

Contents | Index

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

Which is the source variant of variant d?

Did it derive from variant a or b,
omitting ton th" eleuqeria" or  th" eleuqeria"?

Contents | Index

Lectionaries
are not included.
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Genealogical coherence

potential ancestors of 1875
(excluding smaller fragments)

Among the potential ancestors 
(excluding smaller fragments)

181 most frequently agrees with 1875.
181 reads variant a.

None of the potential ancestors shown
reads variant b.

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?
Lectionaries
are not included.
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Genealogical coherence

potential ancestors of 1875
(excluding smaller fragments)

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

181 shows 88 variants
prior to the respective variants in 1875.

1875 reads only 47 variants
prior to the respective variants in 1875.

Thus, the textual flow from 181 to 1875 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

Among the potential ancestors 
(excluding smaller fragments)

181 most frequently agrees with 1875.
181 reads variant a.

None of the potential ancestors shown
reads variant b.

Lectionaries
are not included.
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Among the potential ancestors 
(excluding smaller fragments)

181 most frequently agrees with 1875.
181 reads variant a.

None of the potential ancestors shown
reads variant b.

Genealogical coherence

potential ancestors of 1875
(excluding smaller fragments)

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

181 shows 88 variants
prior to the respective variants in 1875.

1875 reads only 47 variants
prior to the respective variants in 1875.

Thus, the textual flow from 181 to 1875 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

The resulting textual flow diagram
for variant d is:

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

And which is the source variant of variant c?

Did it derive from variant a or b,
omitting teleion ton or  teleion?

Contents | Index

Lectionaries
are not included.

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 398
(excluding smaller fragments)

There is a dense group
of closely related potential ancestors,

the first of which is 424.
424 reads variant a.

None of the potential ancestors shown
reads variants b.

Co-witnesses 996 and 1661 are not
potential ancestors of 398.

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 398
(excluding smaller fragments)

424 shows 131variants
prior to the respective variants in 398.

398 reads only 64 variants
prior to the respective variants in 424.

Thus, the textual flow from 424 to 398 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

There is a dense group
of closely related potential ancestors,

the first of which is 424.
424 reads variant a.

None of the potential ancestors shown
reads variants b.

Co-witnesses 996 and 1661 are not
potential ancestors of 398.

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 1661
(excluding smaller fragments)

996 is by far the most closely related
potential ancestor of 1661.

Co-witness 398 is potential ancestor
with rank number 72.

Thus, there is no adequate
genealogical coherence. 

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

996 shows 62 variants
prior to the respective variants in 1661.

1661 reads only 10 variants
prior to the respective variants in 996.

Thus, the textual flow from 996 to 1661 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

potential ancestors of 1661
(excluding smaller fragments)

996 is by far the most closely related
potential ancestor of 1661.

Co-witness 398 is potential ancestor
with rank number 72.

Thus, there is no adequate
genealogical coherence. 

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 996
(excluding smaller fragments)

2423 is the most closely related
potential ancestor of 996 and reads variant a.

None of the potential ancestors shown
reads variant b.

The rank number 71 of potential ancestor 398
does not allow

for adequate genealogical coherence.

Lectionaries
are not included.
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Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 996
(excluding smaller fragments)

2423 is the most closely related
potential ancestor of 996 and reads variant a.

None of the potential ancestors shown
reads variant b.

The rank number 71 of potential ancestor 398
does not allow

for adequate genealogical coherence.

Multiple origins for variant c
must be assumed.

Lectionaries
are not included.

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Genealogical coherence
Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

2423 shows 167 variants
prior to the respective variants in 996.

996 reads only 40 variants
prior to the respective variants in 2423.

Thus, the textual flow from 2423 to 996 is very strong.
This direction of textual flow is not expected

to invert if some local stemmata of variants change.

potential ancestors of 996
(excluding smaller fragments)

2423 is the most closely related
potential ancestor of 996 and reads variant a.

None of the potential ancestors shown
reads variant b.

The rank number 71 of potential ancestor 398
does not allow

for adequate genealogical coherence.

Lectionaries
are not included.
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Genealogical coherence

potential ancestors of 996potential ancestors of 398

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 1661

The analysis of genealogical coherence
results in this textual flow diagram for variant c:

Contents | Index

Lectionaries
are not included.
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Genealogical coherence

potential ancestors of 996potential ancestors of 398

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

potential ancestors of 1661

The strongest genealogical coherencies suggest
that variant c has developed twice

when witnesses of variant a were copied.

Contents | Index

Lectionaries
are not included.
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Genealogical coherence

textual flow diagrams for variants c and d

Jas 1,25/12-18 ei" nomon teleion ton th" eleuqeria"

a   teleion ton th" eleuqeria" 142  witnesses including Byz
b   teleion th" eleuqeria" 197. 643T. 1241. 1837. 2374. 2774.

c   th" eleuqeria" 398. 996. 1661.

d   teleion 1875.

?

?

The appropriate
local stemma of variants is:

Contents | Index

Lectionaries
are not included.
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The following example shows
how to deal with insufficient coherence
when the variant probably rests upon

different source variants.

The analysis of pre-genealogical coherence will be omitted this time,
and instead textual flow diagrams based on genealogical data

will be used immediately.

Contents | Index
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

The lack of an explicit subject in variant a is very hard.
It is the most difficult reading.

Thus, adding a subject suggests itself.

What are the source variants of variants b, c, d and e?
Did they emerge independently?

Are witnesses reading the same variant genealogically connected?

Lectionaries are not included.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

In order to find the source of variant b
(i) the most closely related potential ancestor of each witness

of this variant is searched within the attestation, and
(ii) if not one of the upper ten closely related potential ancestors is found,

they are searched outside the attestation of variant b …

Lectionaries are not included.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.

Only coherence between 459 and 1842 is strong.
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The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.

621 and 631 are derived from their potential ancestors
with rank number 10 which is a low rank

considering the kind of variant.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.

621 and 631 are derived from their potential ancestors
with rank number 10 which is a low rank

considering the kind of variant.

Therefore, it might be advisable to search
for potential ancestors outside the attestation

if they are not found up to rank number 5.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.

Now 621 and 631 are independently connected
to witnesses outside the box just as nearly all other witnesses are.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
between the witnesses of variant b

is extremely weak.

The most closely related potential ancestor of each witness
except 04 is found in the attestation of variant c.
The best hypothesis is that for these witnesses

variant c is the source.
Contents | Index
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

There is no potential ancestor of 04
in the attestation of variant c.

The most closely related one is A,
the hypothetical witness of the initial text.
Yet, it is not impossible to consider 1739

(variant d). potential ancestors of 04
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

potential ancestors of 04

The point is whether o qeo" as source of kurio"
is regarded more probable than variant a
despite the higher agreement of A and 04.

There is no potential ancestor of 04
in the attestation of variant c.

The most closely related one is A,
the hypothetical witness of the initial text.
Yet, it is not impossible to consider 1739

(variant d).
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

potential ancestors of 04

Attention: Be aware of 04 being fragmentary.
It contains roughly two thirds

of all variant passages in the Catholic Letters
(maximum possible: 3046).

This may affect reliability of statements.

There is no potential ancestor of 04
in the attestation of variant c.

The most closely related one is A,
the hypothetical witness of the initial text.
Yet, it is not impossible to consider 1739

(variant d).
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

potential ancestors of 04

1739 reads 78 prior variants where 04 has posterior variants.
04 presents 70 prior variants where 1739 is posterior.

Due to the small difference the direction of textual flow
may invert if some local stemmata of variants change.

Attention: Be aware of 04 being fragmentary.
It contains roughly two thirds

of all variant passages in the Catholic Letters
(maximum possible: 3046).

This may affect reliability of statements.

There is no potential ancestor of 04
in the attestation of variant c.

The most closely related one is A,
the hypothetical witness of the initial text.
Yet, it is not impossible to consider 1739

(variant d).
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Differentiation between 04 and the other witnesses
is possible when the attestation is split.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Differentiation between 04 and the other witnesses
is possible when the attestation is split.

As a result we get two variants, b1 and b2,
which coincidentally have the same wording.

b1
b2
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Differentiation between 04 and the other witnesses
is possible when the attestation is split.

In a local stemma
this procedure

results in 
these connections:

? c

b1 b2

b1
b2

As a result we get two variants, b1 and b2,
which coincidentally have the same wording.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

This is the textual flow diagram for the attestation of variant c.

Please continue to zoom in on the left part …
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

Contents | Index
This is the textual flow diagram for the attestation of variant c.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Lectionaries are not included.

Genealogical coherence
within the attestation is perfect

and extremely strong.

Contents | Index
This is the textual flow diagram for the attestation of variant c.

025 and 468 are not connected because there is
no direction of textual flow between them
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

potential ancestors of 025

potential ancestors of 468

Contents | Index
This is the textual flow diagram for the attestation of variant c.

025 and 468 are not connected because there is
no direction of textual flow between them

(cf. the equal number of prior and posterior variants
when both witnesses are compared).

…
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

potential ancestors of 025

potential ancestors of 468

025 and 468 are not connected because there is
no direction of textual flow between them

(cf. the equal number of prior and posterior variants
when both witnesses are compared).
Yet, the mutual relation is closer

than the relation to any potential ancestor
(except for A).

Thus, this undirected genealogical coherence
is adequate though not shown
in the textual flow diagram.

Contents | Index
This is the textual flow diagram for the attestation of variant c.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

potential ancestors of 025

potential ancestors of 468

025 and 468 are not connected because there is
no direction of textual flow between them

(cf. the equal number of prior and posterior variants
when both witnesses are compared).
Yet, the mutual relation is closer

than the relation to any potential ancestor
(except for A).

Thus, this undirected genealogical coherence
is adequate though not shown
in the textual flow diagram.

Contents | Index
This is the textual flow diagram for the attestation of variant c.

For undirected genealogical coherencies,
cf. Mink (2004), 63-67.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

potential ancestors of 025

potential ancestors of 468

Undirected genealogical coherencies
become directed ones

if only one local stemma of variants changes.

Please continue to see
the right part of the diagram…

Contents | Index
This is the textual flow diagram for the attestation of variant c.

025 and 468 are not connected because there is
no direction of textual flow between them

(cf. the equal number of prior and posterior variants
when both witnesses are compared).
Yet, the mutual relation is closer

than the relation to any potential ancestor
(except for A).

Thus, this undirected genealogical coherence
is adequate though not shown
in the textual flow diagram.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

Contents | Index
This is the textual flow diagram for the attestation of variant c.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Contents | Index
This is the textual flow diagram for the attestation of variant c.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Genealogical coherence
within the attestation is perfect

and extremely strong.

0246 is very fragmentary and is extant
at 30 variant passages only.

Thus, there is not enough genealogical information.
0246 completely agrees with some witnesses

of variant c. That is the reason why there is no
genealogical direction towards witnesses of variant c.

Compare the agreements in this table …

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

This is the textual flow diagram for the attestation of variant c.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Lectionaries are not included.

Genealogical coherence
within the attestation is perfect

and extremely strong.

Genealogical coherence
within the attestation is perfefef ct

d l

This is the textual flow diagram fofof r the attestation of variant c.

and extremely strong.

potential ancestors of 0246

0246 is very fragmentary and is extant
at 30 variant passages only.

Thus, there is not enough genealogical information.
0246 completely agrees with some witnesses

of variant c. That is the reason why there is no
genealogical direction towards witnesses of variant c.

Compare the agreements in this table …

"W1<W2"="W1>W2":
no genealogical direction

Contents | Index
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Please continue to zoom in on the right part …

Genealogical coherence
within the attestation is perfect

and extremely strong.

2718S contains 125 variant passages
in the first chapter of James.

It almost completely agrees with some witnesses
of variant c, and there is no genealogical direction

towards these witnesses.
Compare the agreements in this table …

Contents | Index
This is the textual flow diagram for the attestation of variant c.
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

This is the textual flow diagram for the attestation of variant c.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

Please continue to zoom in on the right part …

Genealogical coherence
within the attestation is perfect

and extremely strong.

This is the textual flow diagram fofof r the attestation of variant c.
Please continue to zoom in on the right part …

and extremely strong.
"W1<W2"="W1>W2":

no genealogical direction

potential ancestors of 2718S

2718S contains 125 variant passages
in the first chapter of James.

It almost completely agrees with some witnesses
of variant c, and there is no genealogical direction

towards these witnesses.
Compare the agreements in this table …
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

What may be the source variant of 025/468?

Contents | Index
This is the textual flow diagram for the attestation of variant c.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.
potential ancestors of 025

potential ancestors of 468

Again the potential ancestors of 025 and 468 …

Contents | Index
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.
potential ancestors of 025

potential ancestors of 468
In both tables,

the reconstructed initial text, A, clearly is
the most closely related potential ancestor.

There is a considerable, nearly constant distance
to 03, 04 and 1739.

Differences rest upon the greater proportion
of Byzantine variants in 468.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.
potential ancestors of 025

potential ancestors of 468
Despite the greater distance, variants in 025/468

that do not agree with the initial text
are most frequently found in 1739.

1739 can be anticipated to be
one of the ancestors in an optimal substemma.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.
potential ancestors of 025

potential ancestors of 468

Priority of 1739 in comparison
with 025 and 468

can be derived from these values
("W1<W2" higher than "W1>W2").

Despite the greater distance, variants in 025/468
that do not agree with the initial text
are most frequently found in 1739.

1739 can be anticipated to be
one of the ancestors in an optimal substemma.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

potential ancestors of 025

potential ancestors of 468

In some cases 025/468 agrees with 04
and no other potential ancestor.

04 may be one of the ancestors in an optimal substemma.

Contents | Index
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.
potential ancestors of 025

potential ancestors of 468

Yet, priority of 04 in comparison
with 025 and especially 468 is weak

("W1<W2" slightly higher than "W1>W2").

Contents | Index

In some cases 025/468 agrees with 04
and no other potential ancestor.

04 may be one of the ancestors in an optimal substemma.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.The question of the source of variant c cannot definitely
be answered on the basis of genealogical coherencies.

The superior general agreement of 025/468 with the initial text
argues in favour of variant a as source.

Nevertheless, variant d and b are possible.
The solution depends on what we consider the most plausible scenario:
 (i) In the view of the copyist there was a strong demand for a subject.

Thus, there is no need of a Vorlage already containing this subject
(source: variant a).

(ii) A scribe may easily copy k" instead of q" (source: variant d).
(iii) A copyist only omitted the article (source: variant b).
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

This results in various options to position variant c in a local stemma:

a            d             b                                           ?
not forgetting                    In this case no source
this possibility:                 is determined.

c            c       c                                            c

Contents | Index
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

This is the textual flow diagram
for the attestation of variant d.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

There are only 2 coherent fields
within this attestation.

Multiple origin must be assumed.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

The potential ancestors of 1739
are A and 03.

They support variant a.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

potential ancestors of 1739
(A is witness of the initial text by default.)

The potential ancestors of 1739
are A and 03.

They support variant a.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

potential ancestors of 1609

The potential ancestors of 1739
are A and 03.

They support variant a.

All most closely related potential ancestors of 1609
read variant c. A witness of another variant

is not found above rank number 20.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

The potential ancestors of 1739
are A and 03.

They support variant a.
In the remaining cases,

deriving variant d from variant a
or variant c is possible because the
most closely or very closely related

potential ancestors are in the attestations
of both variants, a and c.Contents | Index

All most closely related potential ancestors of 1609
read variant c. A witness of another variant

is not found above rank number 20.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.In order to represent different sources of variant d
in the local stemma the attestation must be split.

The potential ancestors of 1739
are A and 03.

They support variant a.
In the remaining cases,

deriving variant d from variant a
or variant c is possible because the
most closely or very closely related

potential ancestors are in the attestations
of both variants, a and c.Contents | Index

All most closely related potential ancestors of 1609
read variant c. A witness of another variant

is not found above rank number 20.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

In order to represent different sources of variant d
in the local stemma the attestation must be split.

d1

d2

d3
d1 d2 d3

a c ?
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The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Contents | Index

Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

This is the textual flow diagram for the attestation of variant e.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

There is only weak genealogical coherence
between 1751 and 2374 or 2805.

2374 is among the potential ancestors of 1751,
yet its rank number is 38 (87.4 % agreement).

Multiple origins for this variant resting upon Tit 1,2
can easily be imagined.

Contents | IndexContents | Index This is the textual flow diagram for the attestation of variant e.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

There is only weak genealogical coherence
between 1751 and 2374 or 2805.

2374 is among the potential ancestors of 1751,
yet its rank number is 38 (87.4 % agreement).

Multiple origins for this variant resting upon Tit 1,2
can easily be imagined.

The most closely related potential ancestors
of 1751 and 2374 as well read variant c.

Contents | Index This is the textual flow diagram for the attestation of variant e.
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Genealogical coherence
Jas 1,12/31 ton stefanon on ephggeilato …

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 117 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Lectionaries are not included.

The local stemma depends
on the decisions made

on the sources of the variants
b1, c and d3.

a ? ??

d1 c

b2 d2 e

d3b1

This local stemma presents the most cautious assumptions:
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Finally, a more complex case
which requires examining more

than one variant passage …
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Is variant b to be derived from variant a or variant d?

Or is variant b itself the source of all the other variants?

The problem cannot be solved without regarding the context
immediately preceding the passage in question.

It is a place of variation too …

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Contents | Index
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The context

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.) 
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

The witnesses present different combinations of variants
at these two passages. The most important ones are …

Contents | Index

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

1739.

2344.1739.

2344. 2541.

2541.

01. 03. 04.

01(*f)f)f . 03. 04.

2464.2 2

2464.

945.

945. 1

The witnesses present different combinations of variants
at these two passages. The most important ones are …

Contents | Index

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

02(*Vf)f)f .

02.

33. 81.8

81.

33V.

The witnesses present different combinations of variants
at these two passages. The most important ones are …

Contents | Index

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139 witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

Byz

g Byz

The witnesses present different combinations of variants
at these two passages. The most important ones are …

Contents | Index

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

1739.

2344.1739.

2344. 2541.

2541.

01. 03. 04.

01(*f)f)f . 03. 04.

g Byz

g Byz

02(*Vf)f)f .

02.

2464.2 2

2464.

945.

945. 1

33. 81.8

81.

33V.

The witnesses present different combinations of variants
at these two passages. The most important ones are …

Contents | Index

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

g Byz

g Byz

The combination of variants d and b results in a very smooth reading:
wste adelfoi mou agaphtoi estw pa" anqrwpo" tacu" ei" to akousai

estw

wste adelfoi mou agaphtoi

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

The preceding text is one of the following variants at Jas 1,19/2-8:

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 127 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which are to be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

1739.

2344.1739.

2344. 2541.

2541.

01. 03. 04.

01(*f)f)f . 03. 04.

2464.2 2945.

945. 1

The combination of variants a and a may be felt harder
because of de which seems to be unrelated to the context :

iste adelfoi mou agaphtoi estw de pa" anqrwpo" tacu" ei" to akousai

estw de

iste adelfoi mou agaphtoi

The combination of variants d and b results in a very smooth reading:
wste adelfoi mou agaphtoi estw pa" anqrwpo" tacu" ei" to akousai

The context
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Pre-genealogical coherence

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Is variant b to be derived from variant a or variant d?

First let us focus on the small attestation of variant d.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Pre-genealogical coherence

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

%
a
g
r
e
e
m
e
n
t

There is a strong pre-genealogical coherence
within the attestation of variant d.

That the next relatives of 02
range at 90-89% agreement, is due
to the amount of pecularities in 02

shared by no other witness.

agreements with 02
(excluding smaller fragments)
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Pre-genealogical coherence

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

%
a
g
r
e
e
m
e
n
t

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b? agreements with 02

(excluding smaller fragments)
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Pre-genealogical coherence

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

These questions cannot be answered
without using genealogical data.

First, the most closely related
potential ancestors of 1735 are shown.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Genealogical coherence
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Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived frfrf om b?

What is the (genealogical) role
of 1735 within the attestation of b?

Contents | Index

Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

Genealogical coherence

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

02 and 81 are potential ancestors of 1735.
Their rank number and agreement is appropriate.

Priority values are sufficient
("W1<W2" higher than "W1>W2").
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Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived frfrf om b?

What is the (genealogical) role
of 1735 within the attestation of b?
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

Nevertheless, there is no textual flow
from 02 or 81 to 1735 at this variant passage.

Please remember the assumptions
considered more probable than their contrary …

Genealogical coherence

02 and 81 are potential ancestors of 1735.
Their rank number and agreement is appropriate.

Priority values are sufficient
("W1<W2" higher than "W1>W2").
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Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Yet, the closest re
one of the 139

reading va
Is 02 (or 3

potential ances
Or could d even be

What is the (genealogical) role
of 1735 within the attestation of b?

Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

Nevertheless, there is no textual flow
from 02 or 81 to 1735 at this variant passage.

Please remember the assumptions
considered more probable than their contrary …

Genealogical coherence

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

A scribe wants to copy the Vorlage with fidelity.

The scribe uses fefef w rather than many sources.

The sources fefef ature closely related texts
rather than less related ones.
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Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Yet, the closest relative is 1735,
one of the 139 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived frfrf om b?

What is the (genealogical) role
of 1735 within the attestation of b?

Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

Nevertheless, there is no textual flow
from 02 or 81 to 1735 at this variant passage.

Please remember the assumptions
considered more probable than their contrary …

Genealogical coherence

If a scribe introduces diverging variants,
they come from another source (are not 'invented').
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

? (*
potential ancestors of 1735

Yet, the closest relative is 1735,
one of the 140 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

8

Genealogical coherence

Yet, the closest relative is 1735,
one of the 140 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived frfrf om b?

What is the (genealogical) role
of 1735 within the attestation of b?

There are other closely related
potential ancestors than 02 and 81

starting with 218.
They read variant b.  In this case,

218 will be the source of textual flow
to 1735.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?
potential ancestors of 1735

Yet, the closest relative is 1735,
one of the 140 witnesses

reading variant b.
Is 02 (or 33 or 81)

potential ancestor of 1735?
Or could d even be derived from b?

What is the (genealogical) role
of 1735 within the attestation of b?

Genealogical coherence

There are other closely related
potential ancestors than 02 and 81

starting with 218.
They read variant b.  In this case,

218 will be the source of textual flow
to 1735.

In order to find out what the place
of a witness is within the textual flow

at a variant passage, 
the most closely related potential ancestors

must be searched for each witness.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Genealogical coherence

This is the result, the textual flow diagram for the witnesses of variant b.
Coherence is perfect.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Genealogical coherence

Please continue to zoom in
on this part of the diagram …
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This is the result, the textual flow diagram for the witnesses of variant b.
Coherence is perfect.
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What is the (genealogical) role of 1735
within the attestation of d?

Genealogical coherence
in the attestation of variant b

617

… and follow the way to 1735 via 617.
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Genealogical coherence
in the attestation of variant b

617

… and follow the way to 1735 via 617.

What is the (genealogical) role of 1735
within the attestation of d?
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What is the (genealogical) role of 1735
within the attestation of d?

Genealogical coherence
in the attestation of variant b

617

… and follow the way to 1735 via 617.

Please continue to zoom in
on this part of the diagram …
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… and follow the way to 1735.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Genealogical coherence

1735 does not play an important part in transmitting variant b.
There is no witness in this attestation of which 1735 is the most closely related ancestor.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

?

?

Genealogical coherence

Now let us take a closer look at the source of this textual flow diagram … 
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In the whole attestation
genealogical coherence is very strong.

Almost every witness is connected
to its most closely related potential ancestor

( no rank number following the Gregory-Aland number).
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Genealogical coherence is perfect.
There is only one source of the textual flow diagram.

We often find 468 in this role.
when Byz is part of the attestation.
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A, the initial text,
is indicated as source for 468.

Genealogical coherence is perfect.
There is only one source of the textual flow diagram.

We often find 468 in this role.
when Byz is part of the attestation.
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Genealogical coherence is perfect.
There is only one source of the textual flow diagram.

We often find 468 in this role.
when Byz is part of the attestation.

potential ancestors of 468

A is the most closely related
potential ancestor of 468

outside the attestation of variant b.
All potential ancestors and 025

read variant a. There is no other choice
but variant a as source for variant b.

(P74 has lacuna.)

A, the initial text,
is indicated as source for 468.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

potential ancestors of 468

A is the most closely related
potential ancestor of 468

outside the attestation of variant b.
All potential ancestors and 025

read variant a. There is no other choice
but variant a as source for variant b.

(P74 has lacuna.)

     a     

     b
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

Within the attestation of variant a
genealogical coherence is perfect and very strong, too.
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?
The analysis of genealogical coherence suggested

that variant d is not the source of variant b.
Could, on the contrary, variant d be derived

from variant b?
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

The analysis of genealogical coherence suggested
that variant d is not the source of variant b.
Could, on the contrary, variant d be derived

from variant b?

?

It is possible to derive
variant d from variant a or variant b.

The textual flow diagram mirrors
the position of 81 in the general textual flow.
Please look at the potential ancestors of 81 …Contents | Index
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?
potential ancestors of 81

There is a close mix of Byzantine
and non-Byzantine witnesses.

Before making a decision
on the source of variant d

the context, i.e. the preceding
variant, should be considered …

It is possible to derive
variant d from variant a or variant b.

The textual flow diagram mirrors
the position of 81 in the general textual flow.
Please look at the potential ancestors of 81 …
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?

The preceding text is one of the following variants at Jas 1,19/2-8:

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

02.

81.

33V.

02(*Vf)f)f . 33. 81.8
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?

The preceding text is one of the following variants at Jas 1,19/2-8:

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

02.

81.

33V.

02(*Vf)f)f . 33. 81.8

The closer context in the witnesses of variant d,
 especially in 81, suggests that witnesses

reading wste at the beginning of the verse
are not the source of variant d.

However, there may be witnesses reading
iste and variant b estw …
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?

The preceding text is one of the following variants at Jas 1,19/2-8:

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

(There are 6 more variants e, f, g, h, i, j which must be derived from variant d
or are lectionary variants. They are not relevant in this context.) 

02.

81.

33V.

02(*Vf)f)f . 33. 81.8

The closer context in the witnesses of variant d,
 especially in 81, suggests that witnesses

reading wste at the beginning of the verse
are not the source of variant d.

However, there may be witnesses reading
iste and variant b estw …

88. 915. 918. 945. 1067. 1175. 1243.

629*V.
2492*.

This applies to these witnesses.
But none of them is

potential ancestor of 81 …
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 140  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

?

The preceding text is one of the following variants at Jas 1,19/2-8:

a   iste adelfoi mou agaphtoi 01(*f). 03. 04. 81. 88. 915. 918. 945. 1067. 1175. 1243.

1739. 1837C. 2344. 2492*. 2541.

b   iste de adelfoi mou agaphtoi P74V. 02. 629*V. 2464.
c   iste agaphtoi mou adelfoi 33V.

d   wste adelfoi mou agaphtoi 124 witnesses including Byz

02.

81.

33V.

02(*Vf)f)f . 33. 81.8

The closer context in the witnesses of variant d,
 especially in 81, suggests that witnesses

reading wste at the beginning of the verse
are not the source of variant d.

However, there may be witnesses reading
iste and variant b estw …

88. 915. 918. 945. 1067. 1175. 1243.

629*V.
2492*.

This applies to these witnesses.
But none of them is

potential ancestor of 81 …
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

02(*Vf)f)f . 33. 81.8

The best assumption is that variant a
is the source of variant d.

     a     

     d
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

Due to many pecularities
1838 has no very close relatives.

There is a considerable gap between 1838 and 104,
the most closely related potential ancestor.
104 and the following potential ancestors

have been subsumed under Byz
(variant b). 

potential ancestors of 1838

more than 8%
disagreements

of 1838 and 104
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

potential ancestors of 1838
Due to many pecularities

1838 has no very close relatives.
There is a considerable gap between 1838 and 104,

the most closely related potential ancestor.
104 and the following potential ancestors

have been subsumed under Byz
(variant b). 

Variant c must be derived
from variant b.

     b     

     c
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Jas 1,19/10-12 estw de pa" anqrwpo" tacu" ei" to akousai

a   estw de 01. 03. 04. 025*. 945. 1739. 1852. 2344. 2464. 2541.

b   estw 139  witnesses including Byz
c   estai 1838.

d   kai estw 02(*Vf). 33. 81.

Genealogical coherence

The appropriate
local stemma of variants is:
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The Coherence-Based Genealogical Method
CBGM

1. The objective
2. Some basics
3. Key terms and procedures
4. Interpreting coherence
5. How to find stemmatic coherencies
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Pre-genealogical coherence is based on agreements only.
It indicates how close the relation between witnesses is.

It does not reveal anything about the genealogical direction between them.
Genealogical coherence is based on agreements and disagreements
from which the predominant textual flow from potential ancestors

to potential descendants has been deduced.
Genealogical coherence shows which witness may be
the ancestor of another witness in a global stemma.

Stemmatic coherence is found between ancestors and descendants
in the global stemma, which presents the simplest hypothesis

for which ancestors are necessary to explain the full text
of each descendant at every point of variation.
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Please remember the assumptions considered
more probable than their contrary

(following the rule of parsimony) …

Pre-genealogical coherence is based on agreements only.
It indicates how close the relation between witnesses is.

It does not reveal anything about the genealogical direction between them.
Genealogical coherence is based on agreements and disagreements
from which the predominant textual flow from potential ancestors

to potential descendants has been deduced.
Genealogical coherence shows which witness may be
the ancestor of another witness in a global stemma.

Stemmatic coherence is found between ancestors and descendants
in the global stemma, which presents the simplest hypothesis

for which ancestors are necessary to explain the full text
of each descendant at every point of variation.
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A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.

assumptions more probable
than their contrary
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… and remember the special requirements
the CBGM must meet …

assumptions more probable
than their contrary

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.
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An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be falsified
at any passage of text.

The resulting hypotheses must be as simple as
possible, i.e. the number of ancestors of each

descendant must be as small as possible.

assumptions more probable
than their contrary

special requirements
the CBGM must meet

An adequate method has to be able to deal with
contamination and coincidental rise of variants.

The resulting hypotheses cannot be fafaf lsified
at any passage of text.

A scribe wants to copy the Vorlage with fidelity.

If a scribe introduces diverging variants,
they come from another source (are not 'invented').

The scribe uses few rather than many sources.

The sources feature closely related texts
rather than less related ones.
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A

B C

D E

F

For example descendant F
If the stemma represents a tradition known in every detail,

at least one of these statements is true
for each variant passage:

F agrees with B.
F agrees with E.
F changed the text of B.
F changed the text of E.
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For example descendant F

If the stemma represents a tradition known in every detail,
at least one of these statements is true

for each variant passage:

F agrees with B.
F agrees with E.
F changed the text of B.
F changed the text of E.

The CBGM demands that at each variant passage
the text of a descendant must be completely explained

by text of the immediate stemmatic ancestors:
as agreeing with at least one of them

or if not agreeing
as changing the text of at least one of them

(i.e. creating new variants
which rest upon variants in at least one of them)

A

B C

D E

F
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For example descendant F

If the stemma represents a tradition known in every detail,
at least one of these statements is true

for each variant passage:

F agrees with B.
F agrees with E.
F changed the text of B.
F changed the text of E.

The CBGM demands that at each variant passage
the text of a descendant must be completely explained

by text of the immediate stemmatic ancestors:
as agreeing with at least one of them

or if not agreeing
as changing the text of at least one of them

(i.e. creating new variants
which rest upon variants in at least one of them)

A

B C

D E

F

Contents | Index

For prior variants found only in non-ancestors
and the concept of intermediary nodes,

cf. Mink (2004), 59-63.
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Stemma and substemmata

A

B C

D E F G H

I J

        K         L

stemma of witnesses

A

B C

D E F G H

I J

        K        L
substemma

Stemmata are the combination of
optimal substemmata.

Substemmata are optimal
if the number of ancestors necessary
to explain all variants in a descendant

is as small as possible.
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Optimal substemma
Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?

The task is to explain all variants in the descendant.
To what extent can each combination of potential ancestors
accomplish this task?

Which are the combinations with the highest capacity to
explain the variants in the descendant?

Which of them is the smallest combination?

Are comparatively distant relatives part of the combination
and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?
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Optimal substemma
Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?

The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors
accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

Which of them is the smallest combination?

Are comparatively distant relatives part of the combination
and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?
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Which witnesses are potential ancestors of the descendant?

The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors
accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

Which of them is the smallest combination?

Are comparatively distant relatives part of the combination
and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?

Optimal substemma
Which problems are to be solved?

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



Which witnesses are potential ancestors of the descendant?

The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors
accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

Which of them is the smallest combination?

Are comparatively distant relatives part of the combination
and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?

Optimal substemma
Which problems are to be solved?
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Optimal substemma
Which problems are to be solved?

Which witnesses are potential ancestors of the descendant?

The task is to explain all the variants in the descendant.
To what extent can each combination of potential ancestors
accomplish this task?

Which combinations have the highest capacity to explain the
variants in the descendant?

Which of them is the smallest combination?

Are comparatively distant relatives part of the combination
and do they contribute merely coincidental agreements so
that even smaller combinations may be sufficient?
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Witness 35
has been chosen for demonstrating the procedures

needed to find the optimal substemma
containing the smallest combination of ancestors

necessary for explaining the entire text of 35.

Witness 35 has been preserved in a 11th century manuscript.

In the ECM of the Catholic Letters, 35 consistently is one of the witnesses
used to determine solid Byzantine attestations which in the apparatus

have been subsumed under the Byz symbol.
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for instance

descendant 35

There are 8 potential ancestors of 35.
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for instance

descendant 35

There are 8 potential ancestors of 35.

The criterion for potential ancestry is
that the "W1<W2" value is greater

than the "W1>W2" value.
"W1<W2": cases in which the variant

in the descendant (W1) is posterior
to the variant in the potential ancestor (W2).

"W1>W2": cases in which the variant
in the descendant (W1) is prior

to the variant in the potential ancestor (W2).
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for instance

descendant 35

There are 8 potential ancestors of 35.

The first three potential ancestors
are very similar to each other.

The percentage of their mutual agreements
is in the 95-96% range as their list of potential

ancestors reveals. Due to their similarity,
the numbers of posterior variants in 35 are only

slightly higher than that of the prior ones.
Compared with the first three potential ancestors,

1739, 03 and 04 are clearly more distant.
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for instance

descendant 35

255 combinations of these 8 potential ancestors are possible.
For a given number (n) of potential ancestors the number of possible combinations is 2n-1.

That means that each additional potential ancestor approximately doubles the number of combinations.

There are 8 potential ancestors of 35.
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for instance

descendant 35

This is the top of a database providing information
on these 255 combinations of potential ancestors of 35.

The fields contain …
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for instance

descendant 35

255 combinations
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for instance

descendant 35

255 combinations

number of ancestors
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for instance

descendant 35

number of ancestors

number of variants
explained by agreement
with one of the ancestors

255 combinations
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for instance

descendant 35

number of ancestors

number of variants
explained by agreement
with one of the ancestors

The database is sorted by this number.

255 combinations
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

number of variants not
explained by agreement
but by posteriority
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

number of variants not
explained by agreement
but by posteriority

In these cases, the descendant reads variants
which are derived from a prior variant

from at least one of the ancestors
in this combination.
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

number of variants not
explained by agreement
but by posteriority

cases of unknown
source variant

Contents | Index
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

number of variants not
explained by agreement
but by posteriority

cases of unknown
source variant

In these cases, the descendant disagrees
with every ancestor in the combination.

According to the local stemmata,
the source variant of the variant
in the descendant is not clear.

Finally, in these instances
it must be examined whether a variant
from at least one ancestor can explain

the variant in the descendant.
In that case, the variant in the descendant
is counted as explained by posteriority,
otherwise it is regarded as unexplained.
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

number of variants not
explained by agreement
but by posteriority
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

number of variants not
explained by agreement
but by posteriority

Contents | Index

In these cases, none of the ancestors
in the combination agrees

with the descendant or reads a variant
which can be the source of the variant

in the descendant as established
in the local stemmata.

That means that the combination
does not meet the criteria
for optimal substemmata.
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

number of variants not
explained by agreement
but by posteriority

In these cases, none of the ancestors
in the combination agrees

with the descendant or reads a variant
which can be the source of the variant

in the descendant as established
in the local stemmata.

That means that the combination
does not meet the criteria
for optimal substemmata.

Contents | Index

It occurs only rarely that the source variant cannot be found
in any combination. But as many potential ancestors

especially of witnesses with older texts are lost,
it may happen that the source of a variant in the descendant

has survived only in a witness, which is not
among the potential ancestors of that descendant.

For prior variants found only in non-ancestors,
the procedure required in this case

and the concept of intermediary nodes,
cf. Mink (2004), 59-63.
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

"<<" indicates the combination explaining
the most variants in the descendant

compared with combinations
which are equal in number of ancestors.  

number of variants not
explained by agreement
but by posteriority
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

The stemmatic ancestors are sought
among those potential ancestors

which are the most closely related ones.
Combinations consisting of such ancestors

explain the variants in the descendant
by a particularly large number of agreements.

number of variants not
explained by agreement
but by posteriority
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

number of variants not
explained by agreement
but by posteriority

Therefore, a larger number of variants
explained by agreement seems to be preferable.

Yet, the larger number may result
from more coincidental agreements or, more importantly,

a larger combination which may contain
less closely related ancestors that cause such agreements.

Contents | Index

The stemmatic ancestors are sought
among those potential ancestors

which are the most closely related ones.
Combinations consisting of such ancestors

explain the variants in the descendant
by a particularly large number of agreements.
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

The objective is to find a combination
which is as small as possible.

number of variants not
explained by agreement
but by posteriority
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for instance

descendant 35

255 combinations

number of ancestors

number of variants
explained by agreement
with one of the ancestors

cases of unknown
source variant

cases not explained
by this combination

number of variants not
explained by agreement
but by posteriority

The objective is to find a combination
which is as small as possible.

Contents | Index

Therefore, a smaller number
of ancestors must be preferred

if the number of explained variants
in the descendant is equal.
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for instance

descendant 35

This is an extract from the database shown last.
It presents combinations

which exhibit the largest numbers of agreements
if compared with other combinations

containing the same number of ancestors.
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for instance

descendant 35

As the number of ancestors and
agreements decreases,

the number of unexplained variants,
unknown source variants

and variants posterior to those
found in the combination

of ancestors increases.

This is an extract from the database shown last.
It presents combinations

which exhibit the largest numbers of agreements
if compared with other combinations

containing the same number of ancestors.
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for instance

descendant 35

The sum of these cases is 3046,
corresponding to the total of 3046 variant passages

which witness 35 contains.
It is the maximum possible in the Catholic Letters.
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for instance

descendant 35

This is the greatest value available in this field, and these are the lowest ones
available in the corresponding fields.
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for instance

descendant 35

At first glance this combination
seems to be the best one.

…
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for instance

descendant 35

At first glance this combination
seems to be the best one.

It explains the variants in 35
by agreement at 3013 passages.

…
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for instance

descendant 35

At first glance this combination
seems to be the best one.

It explains the variants in 35
by agreement at 3013 passages.

27 variants are explained as
being immediately posterior to the variant

in at least one of the ancestors
in this combination.

…
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for instance

descendant 35

At first glance this combination
seems to be the best one.

It explains the variants in 35
by agreement at 3013 passages.

27 variants are explained as
being immediately posterior to the variant

in at least one of the ancestors
in this combination.

In 6 instances the ancestor of 35 cannot be found
because the source variants of the variants in 35

are questionable and have not been
established in the local stemmata of variants.

…
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for instance

descendant 35

At first glance this combination
seems to be the best one.

It explains the variants in 35
by agreement at 3013 passages.

27 variants are explained as
being immediately posterior to the variant

in at least one of the ancestors
in this combination.

In 6 instances the ancestor of 35 cannot be found
because the source variants of the variants in 35

are questionable and have not been
established in the local stemmata of variants.

0 instances remain unexplained.
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for instance

descendant 35

This combination contains 6 ancestors,
and no variant in witness 35 remains unexplained

as far as a source variant has been assigned
in the local stemmata of variants.

Can the same result be achieved
on the basis of a smaller combination?
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for instance

descendant 35

This combination consists of 4 ancestors,
and in this case too no variant in witness 35

remains unexplained.

This combination contains 6 ancestors,
and no variant in witness 35 remains unexplained

as far as a source variant has been assigned
in the local stemmata of variants.

Can the same result be achieved
on the basis of a smaller combination?
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for instance

descendant 35

There is a different number of variants in witness 35
explained by agreement

and, accordingly, a different number of variants
explained as deriving from a variant
from at least one of the ancestors.
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for instance

descendant 35

There is a different number of variants in witness 35
explained by agreement

and, accordingly, a different number of variants
explained as deriving from a variant
from at least one of the ancestors.

Are the 3 additional agreements of the 1st combination coincidental?
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for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

(attestations reduced to 35 and the witnesses of the 1st combination)

These three variant passages show additional agreement with 04 or 424,
the two potential ancestors that are not in the smaller combination.

The list of potential ancestors of 35 presents …
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Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

(attestations reduced to the witnesses of the 1st combination)

for instance

descendant 35

The list of potential ancestors of 35 presents 424 as a witness very similar to 35,
and 04 as a comparatively distant relative.
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(attestations reduced to 35 and the witnesses of the 1st combination)

for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

We must ask whether these variants are connective.
Please bear in mind that 04 and 424 are not required
for explaining the other 3043 variants in witness 35.
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(attestations reduced to 35 and the witnesses of the 1st combination)

for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

We must ask whether these variants are connective.
Please bear in mind that 04 and 424 are not required
for explaining the other 3043 variants in witness 35.

(attestations reduced to 35 and the witnesses of the 1st combination)

Are the 3 additional agreements of the 1st combination coincide

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa" 025. 424.
b agapan kai hmera" idein agaqa" 35.

2Pt 3,10/18 a en h oi ouranoi 04. 025. 468. 617. 1739.
b en h ouranoi 35.

Jd 19/9 a oi apodiorizonte" 025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou" 04. 35*.

04.

424.

Excursus:
Connective variants

If a variant contributes to genealogical coherencies,
it is a connective variant.

A variant can yield genealogical coherencies only
if it does not coincidentally conform with variants in other witnesses.
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(Non-)coincidental emergence of variants

indications for non-coincidental emergence:

high agreement of  the witnesses concerned
unusual kinds of variant

Excursus: Connective variants

indications for coincidental emergence:

lower agreement of  the witnesses concerned
variants which easily emerge
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indication for non-coincidental emergence:

high agreement of the witnesses concerned

non-coincidental agreement

The variant is connective,
regardless of whether it is major or minor,
because the witnesses are closely related.

Excursus: Connective variants

These two lines are very similar in shape
and show only few variants.

This suggests close relationship.
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The variant is not connective,
because the witnesses are not closely related
and the variant emerges easily.

lower agreement of the witnesses concerned

indication for coincidental emergence:

coincidental agreement

Excursus: Connective variants

These two lines are rather different in shape
and show less agreements.

This suggests a more distant relationship.
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The variant is connective,
because multiple emergence
of this type of variant is improbable,
even if the witnesses are not closely related.

agreement probably non-coincidental

indication for non-coincidental emergence:

unusual kind of variant

Excursus: Connective variants

These two lines are rather different too,
but there is an agreement

in an extremely unusual variant. 
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Evaluation of connectivity is based
(i) on assessing how closely witnesses are related,

(ii) on assessing the character of a variant
(whether it is unlikely to have emerged

more then once independently).

The results of both procedures may not point into the same direction,
and it is a matter of philological reasoning to balance them.

Excursus: Connective variants
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Connectivity of variants should be evaluated

when local stemmata of variants are established

when textual flow diagrams are compiled

when optimal substemmata are searched for.

Excursus: Connective variants

Strong pre-genealogical coherence of witnesses points to connective variants
even if variants would otherwise be regarded as unimportant.
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Connectivity of variants should be evaluated

when local stemmata of variants are established

when textual flow diagrams are compiled

when optimal substemmata are searched for.

Excursus: Connective variants

Each witness has potential ancestors. They have a rank number
indicating the position in the list of potential ancestors of this witness.

Textual flow diagrams present genealogical coherencies
found within and between attestations.

It depends on the connectivity of the variant concerned
whether genealogical coherence is adequate.

In case of very significant variants, genealogical coherence
between descendants and potential ancestors

with higher rank numbers (indicating lower agreement) may be assumed.
In case of easily emerging variants only low rank numbers are accepted

in order to exclude coincidental agreements.
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Excursus: Connective variants

The ancestors in an optimal substemma must explain all variants in the descendant.
At the same time the combination of ancestors should be as small as possible.

Each ancestor within a given combination makes at least one unique contribution
to explaining variants in the descendant.

Removing this ancestor from the combination would result in variants in the descendant
remaining unexplained by agreement or unexplained at all.

Often the particular contribution of an ancestor is to explain only few variants
in the descendant by agreement, which would otherwise be explained as having emerged

from a different variant in another ancestor in the same combination.
In this case, the connectivity of the variants concerned must be examined again.

Is connectivity so compelling that the respective ancestor cannot be removed from
the combination in order to get a smaller number of ancestors?

Connectivity of variants should be evaluated

when local stemmata of variants are established

when textual flow diagrams are compiled

when optimal substemmata are searched for.
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The ancestors in an optimal substemma must explain all variants in the descendant.
At the same time the combination of ancestors should be as small as possible.

Each ancestor within a given combination makes at least one unique contribution
to explaining variants in the descendant.

Removing this ancestor from the combination would result in variants in the descendant
remaining unexplained by agreement or unexplained at all.

Often the particular contribution of an ancestor is to explain only few variants
in the descendant by agreement, which would otherwise be explained as having emerged

from a different variant in another ancestor in the same combination.
In this case, the connectivity of the variants concerned must be examined again.

Is connectivity so compelling that the respective ancestor cannot be removed from
the combination in order to get a smaller number of ancestors?

Excursus: Connective variants

Connectivity of variants should be evaluated

when local stemmata of variants are established

when textual flow diagrams are compiled

when optimal substemmata are searched for.
End of excursus:

Connective variants
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for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

(attestations reduced to the witnesses of the 1st combination)

First let us focus on the two contributions of 04.
The general agreement of 35 and 04 is poor

compared with the top agreement values in the 91-96% range.
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1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

Variant b presents
a transposition of words emphasizing agaqa".
The character of the variant does not cogently

suggest high connectivity.
When potential ancestors

with adequately low rank numbers (not higher than 5)
are included, the textual flow diagram exhibits

multiple emergence of this variant.
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for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

(attestations reduced to the witnesses of the 1st combination)

The same applies to this textual flow diagram for variant b
where presumably copyists missed an object.
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for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

Conclusion:
04 is not necessarily needed as ancestor in an optimal substemma.

(attestations reduced to 35 and the witnesses of the 1st combination)
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(attestations reduced to 35 and the witnesses of the 1st combination)

for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

In contrast to 04, the general agreement of 424 and 35 is very high.
But as h and oi were pronounced alike, the omission of one of these words

cannot be regarded as a sign of connectivity.
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2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

The respective textual flow diagram, however,
shows an impressive degree of genealogical

coherence, although the variant itself does not
suggest high connectivity.

Please continue to see the right part …
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2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

The respective textual flow diagram, however,
shows an impressive degree of genealogical

coherence, although the variant itself does not
suggest high connectivity.
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2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

2Pt 3,10/18 a en h oi ouranoi 04. 025. 468. 617. 1739.
b en h ouranoi 35. 424.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

By the way, genealogical coherence
within the attestation of variant a

is extremely strong too.
This example shows that very unsignificant variants

do not necessarily exclude perfect genealogical coherence.
Such cases are numerous.
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(attestations reduced to 35 and the witnesses of the 1st combination)

for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

617, 424, 468 and 025 are very similar witnesses so that the
agreements of 35 with 424 are also contained in 617, 468 and 025.

This passage is the only exception.
If we regard variant b as connective, only this passage would demand

stemmatic coherence of 35 and 424.
However, a variant like this one can too easily emerge by accident.
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(attestations reduced to 35 and the witnesses of the 1st combination)

for instance

descendant 35

Are the 3 additional agreements of the 1st combination coincidental?

1Pt 3,10/10-18 a agapan kai idein hmera" agaqa"   025. 424. 468. 617. 1739.
b agapan kai hmera" idein agaqa"   04. 35.

2Pt 3,10/18 a en h oi ouranoi   04. 025. 468. 617. 1739.
b en h ouranoi   35. 424.

Jd 19/9 a oi apodiorizonte"  025. 424. 468. 617. 1739.
b oi apodiorizonte" eautou"  04. 35*.

Conclusion:
424 is not necessarily required as ancestor in an optimal substemma.
Whether or not 424 is needed depends on philological assessment.
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for instance

descendant 35

Why should 1739 not be excluded from this combination?
Like 04 it agrees with 35 at less than 88%.

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



for instance

descendant 35

This is the combination without 1739.
Instead of 3010 only 2995 variants in witness 35

could be explained by agreement.
4 more are questionable

and 6 places remain unexplained.
The capacity of explaining the variants in 35

decreases considerably.

Why should 1739 not be excluded from this combination?
Like 04 it agrees with 35 at less than 88%.
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for instance

descendant 35

The combination of 617, 468, 025 and 1739
seems to be a good hypothesis

for the ancestors in an optimal substemma.
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for instance

descendant 35

The combination of 617, 468, 025 and 1739
seems to be a good hypothesis

for the ancestors in an optimal substemma.

However, we must not forget that there are 6 instances
in which the ancestor of 35 cannot be found
because the source variants are questionable

and have not been incorporated
into the local stemmata of variants.

Since an optimal substemma must be able
to explain all variants in the descendant,

it must at least be possible that the variants in 35
at these 6 passages derive from at least one ancestor.
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for instance

descendant 35

These are the 6 variants:

Jas 3,2/26-38 b anhr dunameno" calinagwghsai kai olon to swma    

1Pt 4,3/6-10 h umin o parelhluqw" crono"     

1Pt 5,10/38-44 b katartisai sthrixai sqenwsai qemeliwsai   

2Pt 2,12/10-14 c zwa gegenhmena fusika      

2Pt 3,18/2 c auxanhte        

3Jn 12/28-30 c kai oidamen     
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for instance

descendant 35

Jas 3,2/26-38 b anhr dunameno" calinagwghsai kai olon to swma     35

textual flow diagram of this variant

This variant could be derived from variant a:
anhr dunato" calinagwghsai kai olon to swma     025. 468. 617. 1739.

Attestations include descendant and ancestors only. Contents | Index
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for instance

descendant 35

1Pt 4,3/6-10 h umin o parelhluqw" crono"     35

This variant could be derived from variant c:
hmin o parelhluqw" crono"     025. 617.

textual flow diagram of this variant

Attestations include descendant and ancestors only. Contents | Index
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for instance

descendant 35

1Pt 5,10/38-44 b katartisai sthrixai sqenwsai qemeliwsai   35*

This variant could be a mixture of variants a and l:
katartisei sthrixei sqenwsei qemeliwsei   1739T.

and katartisai uma" sthrixai sqenwsai qemeliwsai   468.
Probably the variant is just an erroneous copy of the latter one.

textual flow diagram of this variant
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for instance

descendant 35

2Pt 2,12/10-14 c zwa gegenhmena fusika     35 

This variant could be derived from variant a:
zwa gegennhmena fusika     025. 1739. 

textual flow diagram of this variant

Attestations include descendant and ancestors only. Contents | Index
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for instance

descendant 35

2Pt 3,18/2 c auxanhte     35   

This variant could be derived from variant a:
auxanete     617. 1739. 

textual flow diagram of this variant

Attestations include descendant and ancestors only. Contents | Index
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for instance

descendant 35

3Jn 12/28-30 c kai oidamen     35

This variant could be derived from variant b:
kai oidate     025. 468. 617.

textual flow diagram of this variant

Attestations include descendant and ancestors only. Contents | Index
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for instance

descendant 35

Again the 6 variants supported by witness 35:

Jas 3,2/26-38 b anhr dunameno" calinagwghsai kai olon to swma   

1Pt 4,3/6-10 h umin o parelhluqw" crono"     

1Pt 5,10/38-44 b katartisai sthrixai sqenwsai qemeliwsai   

2Pt 2,12/10-14 c zwa gegenhmena fusika     

2Pt 3,18/2 c auxanhte     

3Jn 12/28-30 c kai oidamen     

In each of these cases a possible source variant
read by at least one of the witnesses 617, 468, 025 and 1739 can be found.
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for instance

descendant 35

Therefore, this hypothesis on an optimal substemma is adequate:

617 468 025 1739

35

This substemma cannot be falsified at any variant passage.
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for instance

descendant 35

Descendant and ancestors
are in a coherent field.

(excerpt)

Contents | Index
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for instance

descendant 35

This diagram has not yet been fully optimised.
Therefore connections are shown

which may be superfluous (the green edges).
In this diagram, an edge is regarded as necessary

if removing it would considerably diminish
the number of variants in the descendant

which are explained by agreement
with a potential ancestor,

and/or would considerably increase
the number of variants in the descendant

which are explained neither by agreement
nor by posteriority.

(excerpt)
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for instance

descendant 35
(excerpt)

Contents | Index

Between 468 and 025 there is no direction
of textual flow. The dashed line stands
for undirected genealogical coherence.
For this issue, cf. Mink (2004), 63-67.

This diagram has not yet been fully optimised.
Therefore connections are shown

which may be superfluous (the green edges).
In this diagram, an edge is regarded as necessary

if removing it would considerably diminish
the number of variants in the descendant

which are explained by agreement
with a potential ancestor,

and/or would considerably increase
the number of variants in the descendant

which are explained neither by agreement
nor by posteriority.
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for instance

descendant 35

Descendant and ancestors
are in a coherent field.

(excerpt)
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The stemmatic arrangement of
these witnesses can be compared

with textual flow diagrams
which are based on

genealogical coherencies only.

(excerpt)
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

This is a textual flow diagram
comprising the attestations

of all the variants in 1Pt 4,16/24-28.
Please compare the situation

in the global stemma with that
in the textual flow diagram.

Please continue to zoom in …
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutwAlthough the compilation of textual flow diagrams is
very different from constructing a global stemma,

for the most part the diagrams make relatively reliable predictions
of the relationships which will be found in the global stemma.

attestation of variant a
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

Another example: the way from the
initial text to 1739 (variant b).

Please continue to zoom in …
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1Pt 4,16/24-28    doxazetw de ton qeon en  …
a    tw merei toutw
b    tw onomati toutw

c    tw merei toutou
d    toutw tw merei

e    tw merei toutw h tw onomati toutw

  

Contents | Index

The Coherence-Based Genealogical Method (CBGM) – Introductory Presentation by Gerd Mink

Release 1.0



1Pt 4,16/24-28    doxazetw de ton qeon en  …

a    tw merei toutw

b    tw onomati toutw

a

b

Between A and 03 variant b emerges.
Apart from that, please follow the arrows

pointing to witnesses with the same colour.
Between 468 and 025 there is no genealogical

direction despite close relationship.

local stemma of these variants:

(excerpt)
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1Pt 4,16/24-28    doxazetw de ton qeon en  …

a    tw merei toutw

b    tw onomati toutw

local stemma of these variants:
a

b

This extract of the global stemma is
in accordance with the development

of variants assumed in 1Pt 4,16.

Between A and 03 variant b emerges.
Apart from that, please follow the arrows

pointing to witnesses with the same colour.
Between 468 and 025 there is no genealogical

direction despite close relationship.

(excerpt)
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Jas 1,12/31    ton stefanon on ephggeilato …

a   om.

b   kurio" 

c   o kurio"

d   o qeo"

a

d1
(1739)

local stemma of these variants
(only for witnesses displayed

in this extract of the global stemma):
?

b1
(04)

?

c

Variants b and d
have been split.
b1 may have
emerged from a or d,
and c from a, b or d.

(excerpt)
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a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Jas 1,12/31    ton stefanon on ephggeilato …

a   om.

b   kurio" 

c   o kurio"

d   o qeo"

a

d1
(1739)

local stemma of these variants
(only for witnesses displayed

in this extract of the global stemma):
?

b1
(04)

?

c

Between A and 1739 variant d1 emerges.
Between A or 1739 and 04 variant b1 emerges.

Between A or 1739 or 04 and 468 or 025
variant c emerges.

Apart from these connections, please follow
the arrows pointing to witnesses with the same colour.

Variants b and d
have been split.
b1 may have
emerged from a or d,
and c from a, b or d.

(excerpt)
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(excerpt)

a   om. R74. 01. 02. 03. 044. 81. 206T. 996. 1661. 2344.

b   kurio" 04. 61. 180T. 398. 459. 621. 631. 1729. 1842

c   o kurio" 121 witnesses including 025 and Byz
d   o qeo" 322. 323. 945. 1175. 1241. 1243. 1609.1735. 1739. 1852. 2298. 2464. 2492.

e   o ayeudh" qeo"   1751. 2374. 2805.

Jas 1,12/31    ton stefanon on ephggeilato …

a   om.

b   kurio" 

c   o kurio"

d   o qeo"

a

d1
(1739)

local stemma of these variants
(only for witnesses displayed

in this extract of the global stemma):
?

b1
(04)

?

c

The sources
of these variants
remain unclear.

Variants b and d
have been split.
b1 may have
emerged from a or d,
and c from a, b or d.

Between A and 1739 variant d1 emerges.
Between A or 1739 and 04 variant b1 emerges.

Between A or 1739 or 04 and 468 or 025
variant c emerges.

Apart from these connections, please follow
the arrows pointing to witnesses with the same colour.
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The iterative process

internal criteria
external criteria

knowledge and preconceptions
pre-genealogical coherence

local stemmata
of variants

genealogical coherence

better knowledge

revision of local stemmata

better knowledge
of genealogical coherence

global stemma
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Some final remarks

The CBGM does not make textual decisions.

The CBGM does not dispense with philological reasoning.
Quite the contrary, it is based on it.

The CBGM is only a tool that helps
to get an over-all view,
to find structures within the tradition,
and to see the consequences of what you are doing.

The CBGM is a meta-method.
You can integrate everything that you found out using other methods.
It can be applied irrespective of what your position is –
reasoned eclecticism, radical eclecticism, Byzantine priority … 
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